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Appendix 7

Sequences of Isolated Taxa
(by Hotchkiss, Landy, Mitchell)

Site1 :           Amsterdam, Netherlands – Spruce of unknown age

UoP Ref: 18W1
BACPOLES Ref: 1CTD 1-320
Clone 1 closely resembled: Pseudomonas sp.
Seq: UoP Ref:18W1 Clone 1
ATTACCGCGTGCTGCTGGCACAGAGTTAGCCGGTGCTTATTCTGTCGGTAACGTCAAAACAGCAA
AGTATTAATTTACTGCCCTTCCTCCCAACTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACAC
GCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCA

Clone 6 closely resembled: Massilia sp., Herbaspirillum sp., Uncultured beta proteobacterium,
Zoogloea sp., Matsuebacter sp., Oxalobacter sp.
Seq: UoP Ref:18W1 Clone 6
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTCAGGTACCGTCATTAGATCTGG
ATATTAGCCAGACCCGTTTCTTCCCTGACAAAAGAGCTTTACAACCCGAAGGCCTTCTTCACTCAC
GCGGCATTGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCA

Clone 7 closely resembled: Bergeyella sp., Flavobacteriaceae str, Riemerella anatipestifer,
Chryseobacterium jll, Flavobacterium sp., Haloanella gallinarum
Seq: UoP Ref:18W1 Clone 7
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCATACTGTACCTTCAGCTACCCTCA
CGAGAGTAGGTTTATCCCAGTATAAAAGAAGTTTACAACCCATAGGGCCTTAGTCCTTCACGCGG
GATGGCTGGATCAGGCTCTCACCCATTGTCCAATATTCCTCA

Clone 8 closely resembled: Pseudomonas sp., Uncultured gamma proteobacterium
Seq: UoP Ref:18W1 Clone 8
ATTACCGCGGTCTGCTGGCACAGAGTTAGCCGGTGCTTATTCTGTCGGTAACGTCAAAACAGCAA
AGTATTAATTTACTGCCCTTCCTCCCAACTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACAC
GCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCA

Clone 9 closely resembled: Uncultured eubacterium, Uncultured bacterium clone, uncultured
spirochete clone, Uncultured Treponema sp.
Seq: UoP Ref:18W1 Clone 9
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGGGCTTATTCGTCGGTTCATGTCATCACGCGGG
CATTCCCTCCCACGCTTATTCTTCCCCAACAAAAGGACTTTACAACCTTTCGGCCTTCGTCATCCA
CGCGGCGTCGCTCCGTCAGACTTTCGTCCATTGCGGAATATTCTTAG

Clone 10 closely resembled: Brevundimonas vesicularis, Glacial ice bacterium, Alpha
proteobacterium, Caulobacter crescentus, Asticcacaulis sp.
Seq:UoP Ref:18W1 Clone 10
ATTACCGCGTGCTGCTGGCACGAAGTTAGCCGGGGCTTCTTCTCCGGGTACCGTCATTATCGTC
CCCGGTGAAAGAATTTTACAATCCTAAGACCTTCATCATTCACGCGGCATGGCTGCGTCAGGCTT
TCGCCCATTGTCCAAAATTCCCCA

UoP Ref: 28w1
BACPOLES Ref:1ATD1 180 (Netherlands)
Clone 1 closely resembled: Chryseobacterium scophthalmum, Flavobacterium sp. Chryseobacterium
sp.
Seq: UoP Ref: 28w1 Clone 1
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGTGCTTATTCGTATAGTACCTTCAGCTACTCTCA
CGAGAGTAGGTTTATCCCTATACAAAAGAAGTTTACAACCCATAGGGCCGTCGTCCTTCACGCGG
GATGGCTGGATCAGGCTCTCACCCATTGTCCAATATTCCTCA
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Clone 2 closely resembled: Flavobacterium sp.
Seq: UoP Ref: 28w1 Clone 2
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGATCCTTATTCTCACAGTACCGTCAAGCTGATTCA
CGAATCAGTGTTTCTTCCTGTGCAAAAGCAGTTTACAATCCATAGGACCGTCATCCTGCACGCGG
CATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCTCA

Clone 4 closely resembled: Cytophaga sp., Flavobacterium sp.
Seq: UoP Ref: 28w1 Clone 4
ATTACCGCGCGTTGCTGGCACGGAGTTAGCCGATCCTTATTCTTACGATACCGTCAAGCTCCTTC
ACGAAGGAGTGTTTCTTCTCGTATAAAAGCAGTTTACAATCCATAGGACCGTCATCCTGCACGCG
GCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCTCA

Clone 5 closely resembled: Helicobacter sp., Wolinella succinogenes, Helicobacter muridarum
Seq: UoP Ref: 28w1 Clone 5
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGGGCTTACTCTGAAGGTACAATCAATACTCGATA
AATCGTGTATATTTTTCCCCTCTTACAGAAGTTTACAAGAAAAATCCCTTCATCCTTCACGCGGCG
TTGCTGCTTCAGCCTTTCGGCCATTGAGCAATATTCCTTA

UoP Ref: 85W1
BACPOLES Ref: 1.a.td.1
Clone 1 closely resembled: Acinetobacter sp., Acinetobacter lwoffii
Seq:UoP Ref: GW1(85W1) Clone 1
ATTACCGCGGCTGCTGGCACAGAGTTAGCCGGTGCTTATTCTGCGAGTAACGTCCACTACTCCTG
AGTATTAATCAGGGTAGCCTCCTCCTCGCTTAAAGTGCTTTACAACCAAAAGGCCTTCTTCACACA
CGCGGCATGGCTGGATCAGGGTTGCCCCCATTGTCCAATATTCCCCA

UoP Ref: 19W1
BACPOLES Ref: 1.d.td.3.340
Clone 82 closely resembled: Flavobacterium sp., Antarctic bacterium, Cytophaga sp.
Seq: UoP Ref: 19w1 Clone 82
CGGCTACCTTGTTACGACTTAGCCCTAGTTACCAGTTTTACCCTAGGCAGCTCCTTGCGGTCACC
GACTTCAGGTACCCCCAGCTTCCATGGCTTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATT
CACCGGATCATGGCTGATATCCGATTACTAGCGATTCCAGCTTCACGGAGTCGAGTTGCAGACTC
CGATCCGAACTGAGAACGGTTTTATAGATTCGCTCCTTATTGCTAAGTGGCTGCTCTCTGTACCGT
CCATTGTAGCACGTGTGTGGCCCAGGACGTAAGGGCCGTGATGATTTGACGTCATCCCCACCTT
CCTCACAGTTTACACTGGCAGTCTTGCTAGAGTTCCCACCATTACGTGCTGGCAACTAACAACAG
GGGTTGCGCTCGTTATAGGACTTAACCTGACACCTCACGGCACGAGCTGACGACAACCATGCAG
CACCTTGTAATTTGTCTTGCGAAAGATCTGTTTCCAAATCGGTCAAACTACATTTAAGCCCTGGTA
AGGTTCCTCGCGTATCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGCCCCCGTCAATTC
CTTTGAGTTTCAGGCTTGCGCCCGTACTCCCCAGGTGGGATACTTATCACTTTCGCTTAGCCACT
CAGAATTGCTCCCGAACAGCTAGTATCCATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCT
GTTCGCTACCCACGCTTTCGTCCATCAGCGTCAATCGTTTGTTAGTAACCTGCCTTCGCAATTGGT
ATTCCATGTAATATCTAAGCATTTCACCGCTACACTACATATTCTAGTTACTTCACAAAAATTCAAG
CCTAACAGTATCAATGGCATTTTTTGGGTTAAGCCAAAAACTTTCACCGCTGACTTATTAAGGCCG
CCTACGGACCCTTTAAACCCAATGATTCGGATACGCTTGATCCTCCGTATACCGCGGCTGCTGGC
ACGAGTAGCGATCTTTATTCTTACAGTACGTCAGTTCCGACTTCGTCGGATGTTTCTTCTTGTACA
AAGCAGTACCACCATAGATGGCCTCATCTGACGCGCATGCTTGTCCAGCTGTCCATGACAAATTC
CTCATGGTTGCCTTCCGTAAAGAGTCTTGAATCCGG

UoP (Slu)Ref: 30W (A29 27)
BACPOLES Ref: 1b.d.t.3.310
Clone closely resembled: Brevundimonas sp., Caulobacter sp.
Seq: UoP Ref: 30W (A29 27) Clone
GCGGGCTCTNCGGGTACGGTCATTATCGTCCCCGGTGGAAAGAATTTTACAATCCTAAGACCTTC
ATCATTCACGCGGCATGGCTGCGTCAGGCTTTCGCCCATTGCGCAAGATTCCCCACTGCTGCCT
CCCGTAGGCCCCCCGTGCATATGNNTNNNGTAGGNCCCCAGTGCA

UoP (Slu)Ref: 30W (A29 10)
BACPOLES Ref: 1b.d.t.3.310
Clone closely resembled Brevundimonas vesicularis, Caulobacter sp
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Seq: UoP Ref: 30W (A29 10) Clone
GGCTCTCTCGGGGACGGTCATTATCGGTCCCCGGGGGGAAAGAATTTTACAATCCTAAGACCTT
CATCATTCACGCGGCATGGCTGCGATCAGGCTTTCGCCCATTGCGCAAGATTCCCCACTGCTGC
CTCCCGTAGGCCCCCCGTGCAGA

UoP (Slu)Ref: 30W (A29 986)
BACPOLES Ref: 1b.d.t.3.310
Clone 8 closely resembled Brevundimonas sp., Caulobacter sp
Seq: UoP Ref: 30W (A29 986) Clone 8
TTACCGCGGCTGCTGGCACGAAGTTAGCCGGGGCTTCTTCTCCGGGTACCGTCATTATCGTCCC
CGGTGAAAGAATTTTACAATCCTAAGACCTTCATCATTCACGCGGCATGGCTGCGTCAGGCTTTC
GCCCATTGCGCAAGATTCCCCACTGCTGCCTCCCGTAGGAAGGGCGAATTCCAGCACACTGGCG
GCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTG
TGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGT

UoP (Slu)Ref: 28W (A27r11025)
Bacpoles Ref: 1ADT1 180
DGGE band A closely resembled Flavobacterium sp.
Seq: UoP Ref: 28W (A27r1 1025) DGGE band A
ACTTATCTNAGGTACCGGTCAAGANATTACACGGTAATGATTGTTTCTTCCTGGTGCAAAAGCAGT
TTACAATCCATAGGGACCGGTCATCCTGCACGCGGCATGGCTGGATCAGGCTTGCGCCCATTGT
CCAATATTCCTCACTGCTGCCTCCCGTAGGCCCCCCGTGCAA

DGGE band B closely resembled Flavobacterium sp
Seq: UoP Ref: 28W (A27r1 1025) DGGE band B
ACTTATCTNNGGANCGGTCAAGCATCGGGACACGGTCCGGAGATGATTTCTTCCTGCTATAAAAG
CAGTTTTACAATCCATAGGCACCGTCATCCTGCACGCGGCATGGCTGGTTCAGACTTGCGATCCA
TTGACCAATATTCCTCACTGCTGCNTCCCGTAGGCCCCCCGTGCAA

DGGE band D closely resembled: Brevundimonas sp., Phenylobacterium sp., Caulobacter sp
Seq: UoP Ref: 28W (A27r1 1025) DGGE band D
GCTNTCTCNGGNACGGGTCATTATCGATCCCNGGATGANAGAATTTTACAATNCNTAANACCTTC
NTNATTCACGCGGGCATGGNTGCGCTGAGGCGTTTCGATGCATTGGNCAAGATTNNCCACTGNT
GCCTCNCNTACGNCNCNGGTGCATCCCGTAGGCCCCCCGTGCAA

DGGE band E closely resembled Brevundimonas sp., Caulobacter sp
Seq: UoP Ref: 28W (A27r1 1025) DGGE band E
CTCTCGGGTACGGTCATTATCGTCCCCGNGGTGGAAAGAATTTTACAATCCTAAGACCTTCATCA
TTCACGCGGCATGGCTGCGTCAGGCTTTCGCCCATTGCGCAAGATTCCCCACTGCTGCCTCCCG
TAGGCCCCCNGTGCATCTGCGTAGGCCNNCCGTGCAAAGGAA

UoP (Slu)Ref: A301
Bacpoles Ref: location unknown
DGGE band A closely resembled Rhizobium galegae, Rhizobium sp.Agrobacterium sp.
Seq: UoP Ref: A301 DGGE band A
CTCTCGGAACGTCATTATCTTCTCCGGTGAAAGAGCTTTACAATCCTAAGACCTTCATCACTCACG
CGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCCCACTGCTGCCTCCCGTAGGCC
CCCCGTGCAAAA

DGGE band B closely resembled Rhizobium galegae, Rhizobium sp., Agrobacterium sp
Seq: UoP Ref: A301 DGGE band B
GCTCTCTCGGAACGGTCATTATCTTCTCCGGGGGAAAGAGCTTTACAATCCTAAGACCTTCATCA
CTCACGCGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCCCACTGCTGCCTCCCG
TAGGCCCCCCGTGCAAA

DGGE band C closely resembled Brevundimonas vesicularis., Brevundimonas sp., Caulobacter sp
Seq: UoP Ref: A301 DGGE band C
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CTTCTNTCGGGATACGGTCATTATCGTCTCCGGGGGAAAGAATTTTACAATCCTAAGACCTTCATC
ATTCACGCGGCATGGCTGNATCAGGCTTTCGCCCATTGCGCAAGATTCCCCACTGCTGCCTCCC
GTAGGCCCCCCGTGCAAAAAAAAA
Site 2 : Dordrecht, Netherlands – Spruce of c. 75 yrs

UoP Ref: 51W1
BACPOLES Ref:2.td.1.0-620 (Netherlands)
Clone 1 closely resembled: Agrobacterium tumefaciens, Rhizobium sp., Rhizobium loessense,
Azotobacter chroococcum, Reichenowia ornatae, Sinorhizobium sp.
Seq: UoP Ref: 51W1 Clone 1
ATTACCGCCGTGTCTGCTGGCACGAAGTTAGCCGGGGCTTCTTCTCCGGATACCGTCATTATCTT
CTCCGGTGAAAGAGCTTTACAACCCTAAGGCCTTCATCACTCACGCGGCATGGCTGGATCAGGC
TTGCGCCCATTGTCCAATATTCCCCA

Clone 2 closely resembled: Oxalobacter sp., Matsuebacter sp., Zoogloea sp., Massilia sp.,  Massilia
timonae, Herbaspirillum sp., Janthinobacterium agaricidamnosu.
Seq: UoP Ref: 51W1 Clone 2
ATTACCGCGTGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTCAGGTACCGTCATTAGCCCAG
GATATTAGCCTGAACCGTTTCTTCCCTGACAAAAGAGCTTTACAACCCGAAGGCCTTCTTCACTCA
CGCGGCATTGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCA

Clone 4 closely resembled: Massilia sp., Herbaspirillum seropedicae,  Uncultured beta
proteobacterium, Zoogloea sp., Duganella zoogloeoides, Matsuebacter sp., Oxalobacter sp.
Seq: UoP Ref: 51W1 Clone 4
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTCAGGTACCGTCATTAGATCTGG
ATATTAGCCAAACCCGTTTCTTCCCTGACAAAAGAGCTTTACAACCCGAAGGCCTTCTTCACTCAC
GCGGCATTGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCA

UoP Ref: 80W1
BACPOLES Ref: 2.td.7 140
Clone 1 closely resembled: Rhodobacter sphaeroides, Paracoccus sp., Paracoccus yeeii
Seq: UoP Ref:80W1 Clone 1
CACGGAGTTAGCCGGGGCTTCTTCTGCTGGTACCGTCATTATCTTCCCAGCTGAAAGGACTTTAC
AACCCTAAGGCCTTCATCGTCCACGCGGCATGGCTAGATCAGGCTTGCGCCCATTGTCTAAGATT
CCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCCCCCGCCCCGCCCGCCGCGCGCGGCGGGCG
AAGGGCGAATTCTGCAGATATCCATCACACTGGCGGCCGCTCGAGCATGCATCTAGAGGGCCCA
ATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCGTCGTTTTACAACGCTAGTGACTGG

Clone 3 closely resembled: Rhodobacter sphaeroides, Paracoccus yeeii, Paracoccus aminophilus,
Paracoccus marcusii, Catellatibacterium nectariphilum
Seq: UoP Ref:80W1 Clone 3
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGGGCTTCTTCTGCTGGTACCGTCATTATCTTCC
CAGCTGAAAGGACTTTACAACCCTAAGGCCTTCATCGTCCACGCGGCATGGCTAGATCAGGCTT
GCGCCCATTGTCTAAGATTCCCCA

Clone 4 closely resembled: Clostridium paradoxum
Seq: UoP Ref:80W1 Clone 4
ATTCCGGCGGCTACTGGCAAGGAGTTATCAGTCCAAAAGTATAGGAACCATGTCCTTCCTCATCT
CCCCAAAAAGCACTTTACGACCCGAAGGCCTTCATCGTGCACGCGGCGTTGCTGCATCAGGCTT
TCGCCCATTGTGCAATATTCCCTA

Clone 5 closely resembled: Pseudomonas denitrificans, Saccharospirillum impatiens, Alteromonas sp.,
Shewanella putrefaciens, Alteromonas macleodii, Psychromonas sp.
Seq: UoP Ref:80W1 Clone 5
ATTACCGCGGCTGCTGGCACAGAGTTAGCCGGTGCTTATTCTGTCGGTACCGTCAAAGATATCG
GTTATTAACCAACACCCCTTCTTCCCAACCTAAAGTGCTTTACAACCCGAAGGCCTTCTTCACACA
CGCGGCATCGCTGGATCAGGGTTGCCCCCATTGTCCAATATTCCCCA

UoP Ref: 57W1
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BACPOLES Ref: 2.td.11.0-650
Clone 21 closely resembled: Arctic sea ice bacterium, Comamonas sp., Cytophaga sp., Uncultured
Flavobacterium sp., Pseudomonas sp., Muricauda sp., Polaribacter sp., Uncultured Bacteroidetes
bacterium, Porphyromonas sp., Prevotella sp., Capnocytophaga sp., Rhodovirga sp., Cellulophaga sp.
Seq: UoP Ref: 57W1 Clone 21
ATGGTTTGCATCCTGGCTCAGTCGTAACAAGGTAGCCGA

Clone 26 closely resembled:  Pseudomonas sp., Arctic sea ice bacterium, Cytophaga sp., Wolinella
sp., Streptomyces sp., Nocardia sp., Acidithiobacillus sp., Paenibacillus sp., Bradyrhizobium sp.,
Corynebacterium sp., Devosia sp., Methanococcus sp., Rhodopseudomonas sp., Brachymonas sp.,
Cellulophaga sp.
Seq: Seq: UoP Ref: 57W1 Clone 26
ATGGTTTGACTCCTTGGCTCAAACAGTCGTAACAAGGTAGCCGA

UoP Ref: 52W1
BACPOLES Ref: 2.td.2 400-840
Clone 61 closely resembled: Stentrophomonas sp., Pseudomonas sp., Xanthomonas sp.
Seq: UoP Ref: 52W1 Clone 61
ATGGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATACAAGTCGAACGGCA
GCACAGTAAGAGCTTGCTCTTACGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCT
ACTCTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAA
GCAGGGGATCTTCGGACCTTGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGT
AAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGA
GACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTG
ATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAA
ATCCAGCCGGCTAATACCTGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGT
GCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGC
GTAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACT
GGTGCGACTAGAGTGTGGTAGAGGGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGAT
CAGGAGGAACATCCATGGCGAAGGCAGCTACCTGGACCAACACTGACACTGAGGCACGAAAGC
GTGGGGAGCAAACAGGATTAGATACCCTGGGTAGTCCACGCCCTAAACGATGCGAACTGGATGT
TGGGTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAGTTCGCCGCCTGGGGAGTACGGTC
GCAGACTGAAACTCAAGGATTGACGGGGGTCGCACAGCGGTGGAGTATGGTGGTTTATTCGATG
CACGGCGAGGAC

Clone 65 closely resembled: Kocuria rosea, Pseudomonas sp., Halomonas sp., Arctic sea ice
bacterium, Cytophaga sp., Streptomyces sp., Nocardia sp., Acidithiobacillus sp., Campylobacter sp.,
Paenibacillus sp.,  Bradyrhizobium sp.,  Corynebacterium sp., Devosia sp.,  Methanococcus sp.,
Rhodopseudomonas sp., Brachymonas sp.,  Gluconacetobacter sp., Geobacillus sp., Bacillus sp.,
Cellulophaga sp.
Seq: UoP Ref: 57W1 Clone 65
ATGGTTTGATCCTGGCTCAACTATAGTCGTAACAAGGTAGCCGA

UoP Ref: 53W1
BACPOLES Ref: 2.td.3.400-850
Clone 51 closely resembled: Uncultured beta proteobacterium, Halomonas sp., Kocuria rosea,
Pseudomonas sp., Arctic sea ice bacterium,  Cytophaga sp.,  Streptomyces sp., Nocardia sp.,
Acidithiobacillus sp., Paenibacillus sp.,  Bradyrhizobium sp.,  Corynebacterium sp., Devosia sp.,
Methanococcus sp., Rhodopseudomonas sp., Brachymonas sp., Geobacillus sp.,  Desulfiobacterium
sp., Bacillus sp., Variovorax sp., Acidovorax sp., Devosia sp.,  Phyllobacterium sp.
Seq: UoP Ref: 53W1 Clone 51
ATGGTTTGATCCTGGCTCAAACAGTCGTAACAAGGTAGCCGA

Clone 251 closely resembled: Pseudomonas sp., Azotobacter sp., Rhodococcus sp.
Seq: UoP Ref: 53W1 Clone 251
ATTACCGCGCGCTGCTGGCACGAAGTTAGCCGGTGCTTATTCTGTTGGTAACGTCAAAACTGCAG
GGTATTAACCAGCAGCCCTTCCTCCCAACTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACA
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CGCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCACTGCTGCCTCCCGTAGG
CCCCCCGTGCCCCCGCCA

Clone 252 closely resembled: Rhodococcus sp., Blastococcus sp., Streptomyces sp., Nocardia sp.,
Mycobacterium sp., Saccharomonospora sp., Micromonospora sp., Dactylosporangium sp.
Seq: UoP Ref: 53W1 Clone 252
CGCCCGCCGCGCGCGGCGGGCGGGGCGGGGGCACGGGGGGCCTACGGGAGGCAGCAGTGG
GGAATATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGACGACGGCCTTCG
GGTTGTAAACCTCTTTCGACCCTGACGAAGCGCAAGTGACGGTAGGGGGAGAAGAAGCGCCGG
CCAACTACGTGCCAGCAGCCGCGGTAATA

Clone 259 closely resembled: Rhodococcus sp., Blastococcus sp., Streptomyces sp., Nocardia sp.,
Mycobacterium sp., Saccharomonospora sp., Micromonospora sp., Dactylosporangium sp. Gordonia
sp.
Seq: UoP Ref: 53W1 Clone 259
CGCCGCGCGCGGTGGGCGGGGCGGGGGCACGGGGGGCCTACGGGAGGCAGCAGTGGGGAAT
ATTGCACAATGGGCGGAAGCCTGATGCAGCGACGCCGCGTGGGGGACGACGGCCTTCGGGTTG
TAAACCTCTTTCGACCCTGACGAAGCGCAAGTGACGGTAGGGGGAGAAGAAGCGCCGGCCAACT
ACGTGCCAGCAGCCGCGGTAATA

UoP Ref: 58W1
BACPOLES Ref: 2.td.12.0-760
Clone 142 closely resembled: Stenotrophomonas sp., Pseudomonas sp., Xanthomonas  sp.
Seq: UoP Ref: 58W1 Clone 142
ATGGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCA
GCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTA
CTCTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAG
CAGGGGATCTTCGGACCTTGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTA
AAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAG
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGA
TCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAA
TCCAGCTGGCTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTG
CCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCG
TAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTG
GGCGACTAGAGTGTGGTAGAGGGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCA
GGAGGAACATCCATGGCGAAGGCAGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGT
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGG
GTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGCGAGTACGGTCG
CAAGACTGAAACTCAAAGGAATTGACGGGGGCCGCACAAGCGGTGGAGTATTGGGTTTAATTCG
ATGCAACGCGGAAAACCTTACCTGGCCTTGACATGTCGAAACTTTCAAGAGAATGATGTGCTCGG
GAACTCGAACCAGGTGCTGCATGGCTGTCGTCAGCTCGGTCTTGAGATGTCGGTAGTTCCGCCA
ACGAGCGCTACCTGTTCTTAGTTTGCAGC
Clone 149 closely resembled: Stenotrophomonas sp., Pseudomonas sp., Gamma proteobacterium
Seq: UoP Ref: 58W1 Clone 149
ATGGTTTGATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCA
GCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTA
CTCTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAG
CAGGGGATCTTCGGACCTTGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGGTA
AAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAG
ACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGA
TCCAGCCATACCGCGTGGGTGAAGAACGTCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAAT
CCAGCTGGCTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGC
AGCAGCCGCGGTAATACGAAGGTGCAGCGTTACTCGGATTACTGGGCGTAAAGCGTGCTAGTGT
CGATTAAGTCGTTGGAAAGCCCTGGGTCCACCTGGGACTGCATGAATACTGGACGACTAAGGGT
GGTTAAGGTACGGAATTCTGGGTAAATGATGCTAAAATCAGAGAAACTTCATGGGAGCATTCTGA
CAACTTGACTGAGCCAAGTGGGAACACGGATAAATCCTGTATCCGCCTAAAATGCAAATGGATTG
GGCAATGGTCGAAATCCAACCACCGTATTTCCCCTTGGGAGCCCCCCAGTAATCCAAGATCGGG
CCCACGGGGAATGGTTTTATTGGGCGGAACTT
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UoP (Slu)Ref: 52W (A86)
BACPOLES Ref: 2.td.2.400-840
Clone closely resembled Bacillus fumarioli, Bacillus sp.
Seq: UoP Ref: 52W (A86) Clone 1
CAAATGGGGGCCTTTCTGGGTTGGTACAGTCAAGGTACCGGCAGTTACTCCGGTACTTGTTCTTC
CCTAACAACAGAGCTTTACGACCCGAAGGCCTTCATCGCTCACGCGGCGTTGCTCCATCAGACTT
TCGTCCATTGTGGAAGATTCCCTACTGCTGCCTCCCGTAGGCCCCCCGTGCAA

UoP (Slu)Ref: 54W (A87a)
BACPOLES Ref: 2.td.8.0-700
Clone 3 closely resembled Brevundimonas sp., Caulobacter sp., Phenylobacterium sp.
Seq: UoP Ref: 54W (A87a) Clone 3
CACGAAGTTAGCCGGGGCTTCTTCTCCGGGTACCGTCATTATCGTCCCCGGTGAAAGAATTTTAC
AATCCTAAGACCTTCATCATTCACGCGGCATGGCTGCGTCAGGCTTTCGCCCATTGCGCAAGATT
CCCTACTGCTGCCTCCCGTAGGAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATC
CGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCG
CTCACAATTCCACACAACATACGAGCCGGAAGCATAA

Clone 6 closely resmbled Sphingomonas sp., Zymomonas sp.
Seq: UoP Ref: 54W (A87a) Clone 6
CACGGAGTTAGCCGGAGCTTATTCTCCCGGTACTGTCATTATCATCCCGGGTAAAAGAGCTTTAC
AACCCGAAGGCCTTCATCACTCACGCGGCATTGCTGGATCAGGGTTTCCCCCATTGTCCAATATT
CCCCACTGCTGCCTCCCGTAGGAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATC
CGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCG
CTCACAATTCCACACAACATACGAGCCGGAAGCATAAAG

UoP Ref: 75W
BACPOLES Ref: 21ta3@3
DGGE band A closely resembled: Rhodobacter sp., Paracoccus sp.,
Seq: UoP Ref: 75W DGGE band A
GCTCTCGCTGGTACGGTCATTATCTTCCCAGCNTGAAAAGGACTTTACAACCCTAAGGCCTTCAT
CGTCCACGCGGCATGGCTAGATCAGGCTTGCGCCCATTGTCTAAGATTCCCCACTGCTGCCTCC
CGTAGGCCCCCCGTGCAGA

Site 4 :            Haarlem, Netherlands, Scots Pine c. 100 years old

UoP Ref: 101W
BACPOLES Ref:4.te.5.0.00-0.50
DGGE band C most closely resembled Acinetobacter sp., Mycobacterium sp.
Seq: UoP Ref: 101W DGGE band C
CGGCTNCTNGGTACGTCATTATCTCNNNTATAGNGGNNCNNNGCTTTCTTAACNGGACAANATAA
CTTNACNANCCNGANGGGCTTCNTNCTGCNCGACGGNNGTGCTGGATTAGGCTTNGNNGCNTTG
TCNAAAATTCCNCAGTGCTGCCTCCNGTAGGCCCNCAGTGCAA

DGGE band E most closely resembled Oxalobacter sp., Herbaspirillum sp., Massilia sp., Zoogloea sp.,
Nitrosomonas sp.
Seq: UoP Ref: 101W DGGE band E
GCTTATCTTNGGTACGGTCATTATCCCGANGATANTANCGGNNCANCGTNTTTCTTCACCGGACA
AAANANACTTTACAACCNGAAGGNCTTCNTCACTGCACGACGGNANTGCTGGATNAGGCTTNCG
NGCATTGTCCAAAATTCCNCAGTGCTGCCTCCCGTAGGCCCNCAGTGCAA

DGGE band F most closely resembles Oxalobacter sp., Janthinobacterium sp., Herbaspirillum sp
Seq: UoP Ref: 101W DGGE band F
GNGGCTNTCTTNGGTACGGTCATTAGCAGNAGATATTAGCNCCCACCGTTTTCTTCCCTGGACAA
AANAGCTTTACAACCCGAAGGCCTTCTTCACTCACGCGGCATTGCTGGATCAGGCTTGCGCCCAT
TGTCCAAAATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAA
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DGGE band H most closely resembles Acidovorax sp., Comamonas sp., Hylemonella
Seq: UoP Ref: 101W DGGE band H
GCTATCTNGGTACGGTCATGGTCCCGGGGTATTATCCNGAAACTTTTCGTTCCGTACAAAAGCAG
TTTACAACCCGAAGGNCTTCATCCTGCACGCGGCATTGCTGGATCAGGCTTTCGCCCATTGTCCA
AAATTCCCCACTNCTGCCTCCCGTAGGCCCCCNGTGCAA

DGGE band K most closely resembles Brevundimonas vesicularis, Brevundimonas sp., Caulobacter
sp.,
Seq: UoP Ref: 101W DGGE band K
GGCTATCTCGGGTACGTCATTATCGTCCCCGGATGAAAGAATTTTACAATCCTAAGACCTTCATCA
TTCACGCGGCATGGCTGCGTCAGGCTTTCGCCCATTGNGCANGATTCCCCACTGCTGCCTCNCG
TANGNCCCCCGATGCACATGCCTCCCGTAGGCCCCCNGTGCAA

DGGE band L most closely resembles Coccomonas sp., Pseudomonas sp.
Seq: UoP Ref: 101W DGGE band L
GGCGGGCTNTCTNGGTACGGTCATGGGCCCGCCGGTATTAGGGCAGACCTTTTCGTTCCGTACA
AAAGCAGTTTACAACCCGAAGGCCTTCTTCCTGCACGCGGCATTGCTGGATCAGGCTTTCGCCCA
TTGTCCAAAATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAA

UoP (Slu)Ref: A51 (A51 27)
BACPOLES Ref: unknown location
Clone most closely resembles Acidovorax sp.,
Seq: UoP Ref: A51 27 Clone
CTTCTAGGTACGTCATGGACCCCCTTTATTAGAAGGAGTCTTTTCGTTCCGTACAAAAGCAGTTTA
CAACCCGAAGGCCTTCATCCTGCACGCGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAAAA
TTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAAA

Site 5 : Rotterdam, Netherlands – Silver Fir and Spruce of unknown age

UoP Ref:67W1
BACPOLES Ref: 5.te.2. 50
Clone 3 closely resembled: Zymobacter palmae, Pseudomonas cellulose, Alishewanella fetalis,
Halomonas sp., Halomonas salina.
Seq: UoP Ref:67W1 Clone 3
TCACGTAGTAGGTGAATGCCTTTCTCCCCGCTGAAAGTGCTTTACAACCCTAAGGCCTTCTTCAC
ACACGCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCAA

Clone 4 closely resembled: Pseudomonas sp.
Seq: UoP Ref:67W1 Clone 4
ATTACCGCGTGCTGCTGGCACAGAGTTAGCCGGTGCTTATTCTGTCGGTAACGTCAAAACAGCAA
AGTATTAATTTACTGCCCTTCCTCCCAACTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACAC
GCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCA

Clone 5 closely resembled: unidentified bacteria
Seq:UoP Ref:67W1 Clone 5
ATTCCCGCCGTTGTTGGCAAGTAGTTAGCCGAGACTTATTCTGGGGATACTGTCCTTCCTCATCT
CCCCAAAAAGCACTTTACGACCCGAAGGCCTTCATCGTGCACGCGGCGTTGCTGCATCAGGCTT
TCGCCCATTGTGCAATATTCCCTA

UoP Ref: 62W2
BACPOLES Ref: 5te1
Clone most closely resembled Pseudomonas sp.,
Seq: UoP Ref: 62W2 clone
GCTATCTGTGGTACGTCAAACTGCAGGGTTATTAACCAGCAGCCCTTCCTCCAAACTTAAAGTGC
TTTACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCA
ATATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAA

DGGE band B most closely resembled Pseudomonas sp.,
Seq: UoP Ref: 62W2 DGGE band B
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TNTCTGTGGTACGTCAAAACAATCACGGTATTAGGTAACTGCCCTTCCTCCCAACTTAAAGTGCTT
TACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTGGATCAGGCTTTCGCCCATTGTCCAAT
ATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAANNNNNNNNNNNTNTNTNATATNANNAA
NAANATNNAANNANNNTATNGAANATNAAANTGGNNNNNAAAANNNGNNNNNAAATGATNAAATA
ANGNANNGANATNAAANAATAAANTNNNNTTNGNAAAANNATAAAATGNTNNNANGAANAAGANN
NTNANAAANNANNNNANNTTANNAATNATTNTAAGNNNCNTNNAANANAAANNGNGGANNAAAAT
AGTNTANNNNNNNAAAAANTNANATTACNANTNCNTNAANTNNAATTNAATNANNNNNAANTTATN
TAACTANATNGNAAANAANTANNNATNNTNNANTTNNANTNAANNNANAATANAANATTTAGNAAN
NNNATTATNTNAATAATNNNNNATTAANTANTATAANNAAANNNNANNNNAANNNNNNNAAGNNTN
NATNAAANNNATNNATNTAAAAAATANAAAAAAATNAAANNNANAANNNNGGTNNAANNAANGANN
AAAANANNANAAAAAAGNATANATANNNTTAAATNAANGNNTAANNNATAATAANATTANAANNNA
ATNNANNNGAAANNTATANAANNNAANTAAANNAATNNAAGTAGATAAATATTNGTTACTNAGTAT
ATTAATTANATTANNNNAANAAGNTAATATNTANANATANANAAAGTNGNANNATTTAAANNNATNA
NNAAATAACACNTNGTAATANANAATAANNATTANNNTANNAAAAAGATTANNAATANTTATNAATN
ANCAANANANNAAAATAANNAATCNTNAAAATTANANATNTATNTTTAAATNATANTTANNNATTNN
AAAANNAGTAGTANGGNNNNNGAAANTNNAGTGTAAATANGANTNAGNAANNNNAAAAAAAATAN
ANAAANAAAANTAAAANANANNAAANATNTTTTAANAATATGAGTAANTANANTNNATNAAAACAAA
AAAANAAAAAAAAATATTNGNGTTATAATNNNAAAGNCANCAAATNAAGANATATTNACTANANAAA
NCTNAAANTTNTAANTATAGTTANNTTGATNAGTNGAATATATTTTNATAATTAANAANANNTTANA
NNAATATNTANNNATAANAAGNTATNNTNTAANNATNGTTATTNAANAANNAATNNAANGTTGAAN
NATATTAANANACTAAGAANNAAATAAANNTAAAANAANNACACNAAANAATTATTNAATANANTNA
TAGTANAAAANNAAATTNANANNAAANANAAATATATATNAANNNNATNAGCNANNANAANANAAT
CANANNNAATAGTATGAATANTNCNNGACNATTTAGNNNTTNATACNAAATCAANANTNCNAGANT
AA

UoP (Slu)Ref: A93 (A93 994A)
BACPOLES Ref: 5te11040
Clone 5 most resembled Pseudomonas sp.
Seq: UoP Ref: A93 994A Clone 5
GAACTTCATTTTAGGGGCGATTGGGCCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGG
ATATCTGCAGAATTCGCCCTTCCTACGGGAGGCAGCAG

UoP (Slu)Ref: A93 (A93 994)
BACPOLES Ref: 5te11040
DGGE band B resembles: uncultured beta proteo-bacterium, Acidovorax sp., Variovorax paradoxus,   
Seq: UoP Ref: A93 994 DGGE band B
ATNACTCCCTGNTATTANAGAAANGNTTTTCGTTCCGATACNNNANCANTTTACAACCCNAAGGG
CTTCATGCTGTCACGCGCGANNGGCTGGATNANGCTTGGGNNCATTGTCCAAAATTCCCCACTN
CTGCCTCCCGTAGGCCCCCCGTGCAA

Site 6 : Koog ald Zaan, Netherlands –Scot’s Pine of c. 70yrs

UoP Ref: 63W1
BACPOLES Ref: 6.te.1 0-500 (Netherlands)
Clone 3 closely resembled: Sphingomonas sp., Porphyrobacter cryptus, Sphingomonas
herbicidovorans.
Seq: UoP Ref: 63W1 Clone 3
ATTACCGCCGGCTGCTGGCACGGAGTTAGCCGGGGCTTATTCTCCCGGTACTGTCATTATCATCC
CGGGTAAAAGAGCTTTACAACCCTAAGGCCTTCATCACTCACGCGGCATTGCTGGATCAGGCTTT
CGCCCATTGTCCAATATTCCCCA

Clone 5 closely resembled: Sphingomonas sp., Novosphingobium sp., Sphingomonas stygialis,
Sphingomonas aromaticivorans, Sphingomonas aromaticivorans, Sphingomonas capsulata,
Sphingomonas subterranea
Seq:UoP Ref: 63W1  Clone 5
ATTACCGCGTGTCTGCTGGCACGGAGTTAGCCGGAGCTTATTCTCCAGGTACTGTCATTATCATC
CCTGGTAAAAGAGCTTTACGACCCGAGGGCCTTCATCACTCACGCGGCATTGCTGGATCAGGCT
TTCGCCCATTATCCAATATTCCCCA
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UoP (Slu)Ref: 63W1 (A118A)
Clone 8 most resembled Chryseobacterium sp., Flavobacterium sp., Riemerella sp.,
Seq: UoP (Slu)Ref: 63W1 (A118A) Clone 8
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGTGCTTATTCGTATAGTACCTTCAGCTACCCTCA
CGAGGGTAGGTTTATCCCTATACAAAAGAAGTTTACAACCCATAGGGCAGTCGTCCTTCACGCGG
GATGGCTGGTTCAGGCTTGCACCCATTGACCAATATTCCTCACTGCTGCCTCCCGTAGGCCCCC
CGTGCAAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGC
TTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCC

UoP (Slu)Ref: 63W1 (A115B)
BACPOLES Ref: 6.te.3200-2500
Clone 4 closely resembled: Brevundimonas Sp., Caulobacter sp.
Seq: UoP (Slu)Ref: 63W1 (A115B) Clone 4
ATTACCGCGGCTGCTGGCACGAAGTTAGCCGGGGCTTCTTCTCCGGGTACCGTCATTATCGTCC
CCGGTGAAAGAATTTTACAATCCTAAGACCTTCATCATTCACGCGGCATGGCTGCGTCAGGCTTT
CGCCCATTGCGCAAGATTCCCTACTGCTGCCTCCCGTAGGCCCCCCGTGCAAGGGCGAATTCCA
GCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCAT
AGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCC

UoP (Slu)Ref: 63W1 (A110)
BACPOLES Ref: 6.te.3200-2500
Clone 1 closely resembled Pseudomonas sp.,
Seq: UoP (Slu)Ref: 63W1 (A110) Clone 1
CACGAAGTTAGCCGGTGCTTATTCTGTTGGTAACGTCAAAACTGCAGGGTATTAACCAGCAGCCC
TTCCTCCCAACTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTGGATC
AGGCTTTCGCCCATTGTCCAATATTCCCCACTGCTGCCTCCCGTAGGAAGGGCGAATTCCAGCAC
ACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGCGTAATCATGGTCATAGCT
GTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAAC

UoP Ref: 65W1
BACPOLES Ref: 6.te.2.0-500
DGGE band A closely resembled Cytophaga sp., Flavobacterium sp.,
Seq: UoP Ref: 65W1 DGGE band A
ANTNNNANAANNNNNANNTCCTTACGAAGAGTGTTTCTTCTCGTATAAAAGCAGTTTACAATCCAT
AGGACCGTCATCCTGCACGCGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCTCA
CTGCTGCCTCCCGTAGGCCCCCCGTGCAANGAANNNNNNNNNNNNNNANNGNNANNGNTNNNN
NANNA

Site 7 : Haarlem, Netherlands – Poplar of unknown age

UoP Ref: 71W1
BACPOLES Ref: 7.te.4.300-500

Clone 39 closely resembled: Pseudomonas sp., Arctic sea ice bacterium, Cytophaga sp.,
Streptomyces sp., Nocardia sp., Acidithiobacillus sp.,  Campylobacter sp., Paenibacillus sp.
Bradyrhizobium sp., Corynebacterium sp., Devosia sp., Methanococcus sp., Rhodopseudomonas sp.,
Brachymonas sp., Cellulophaga sp.
Seq: UoP Ref: 71W1 Clone 39 ATGGTTTGTCCTTGGCTCAACTATAGTCGTAACAAGGTAGCCGA

Clone 310 closely resembled: Oxalobacter sp., Janthinobacterium sp., Pseudomonas sp., Massilia sp.,
Duganella sp., Ultramicrobacterium str., Aquaspirillum sp., Herbaspirillum sp.
Seq: UoP Ref: 71W1 Clone 310
GATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCGCGGGGCAACCTGGCG
GCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCAAGAGTGGGGGATAACGTAGCGAA
AGTTACGCTAATACCGCATACGATCTAAGGATGAAAGCAGGGGACCGCAAGGCCTTGTGCTCCT
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GGAGCGGCCGATATCTGATTAGCTAGTTGGTAGGGTAAAGGCCTACCAAGGCTACGATCAGTAG
CTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGC
AGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAAG
GCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTGGGGGCTAATATCCTCCACTAATG
ACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTGC
AAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGTCTGATGTGAAAT
CCCCGGGCTCAACCTGGGAATTGCATTGGAGACTGCAAGGCTAGAATCTGGCAGAGGGGGGTA
GAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACCGATGGCGAAGCAGCCCC
CTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACTCTGGTA
GTCCACGCTCTAAACGATGTCTACTAGTTGTCGGGTTTTAATTAACTTGGTAACGCAGCTAACGC
GTGAAGTAGACCGCCTGGGGAGTACGGTCGCAGATTAAAACTCAAAGGAATTGACGGGACCCGC
ACAGCGGTGATGATGTGGATTAATTCGATGCACGCGAAAACCTTACCTACCCTTGACATGTACGA
GCCACGAGAGATCGAGGTGTGCTCGAAGAAAATCGTACCAGTGCTGCATGGCTGTCGTCAGCTC
CGTCTGGAATGTTGTTAGTTCGCACGAGGCCAACTTGCCATAGTGCTACGAAGACCCCTTATGGA
ACTGCGTACAACCCGGAAGAAAG

Clone 243 closely resembled: Janthinobacterium sp., Massilia sp., Oxalobacter sp., Pseudomonas sp.,
Ultramicrobacterium str.,  Aquaspirillum sp., Variovorax sp., Alcaligenes sp., Lampropedia sp.
Seq: UoP Ref: 71W1 Clone 243
CGGCTACCTCTGTTACGACTTCACCCCAGTCACGAATCCTACCGTGGTAAGCGCCCTCCTTACGG
TTAAGCTACCTACTTCTGGTAAAACCCGCTCCCATGGTGTGACGGGCGGTGTGTACAAGACCCG
GGAACGTATTCACCGCGACATGCTGATCCGCGATTACTAGCGATTCCGACTTCACGCAGTCGAGT
TGCAGACTGCGATCCGGACTACGACTGGCTTTATGGGATTGGCTCCCCCTCGCGGGTTGGCAAC
CCTCTGTACCAGCCATTGTATGACGTGTGTAGCCCCACCTATAAGGGCCATGAGGACTTGACGTC
ATCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCTCATTAGAGTGCCCAACTAAATGTAGCAACT
AATGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAG
CCATGCAGCACCTGTGTACTGGTTCTCTTTCGAGCACTTCCCAATCTCTCGGGAATTCCAGCCAT
GTCAAGGGTAGGTAAGGTTTTTCGCGTTGCATCGAATTAATCCACATCATCCACCGCTTGTGCGG
GTCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTACTCCCCAGGCGGTCTACTTCACGCG
TTAGCTGCGTTACCAAGTCAATTAAGACCCGACAACTAGTAGACATCGTTTAGGGCGTGGACTAC
C

Clone 248 closely resembled: uncultured bacteria
Seq: UoP Ref: 71W1 Clone 248
AATTGAACGCTGGCGGTTGCCTTACGCCTGCTTCTGCAAATATCCATCGGAGCTTGCTCTGGTGG
CGAGTGGTCTCGGGTGAGTATTCATCCTATACGTACCCTGGAGTGGGGTATATGGCCGTCAATTT
ACGCTAATACCACTGGCAAAACCCTGATGATACTGGGGGAATCGCCTTGTCATGCATCCCCCTTT
CCCGATATCTGATTAGCTAGTTGGTAGGGTAAAAGACTACCCTTGCCTCCATCAGCACCTGGTCT
GAGAGGAATGCCCGCCCCCTGGGAACTGACATTCGGCCCGGACTCCGAGGGGAGGACGCACTG
GGGAATTTTGGACCTTGGCCGCACCCCTGATCCCGCTCTGTCCCGTGTCTTCCCTTCGTTTCTCG
GTTGTAAAGCTCTTTTTCCCCGGAAGAAACTGTGAGGGCTAATCTCTTTTGGTAATGAATGTACCG
GATTAATGAACCCCGGCTACCTACATGTTGATTACCGCGATGATACATATGGTGCAAGCTCTACT
CGAAATTACTGGTCTCAACGCGTGCGCATGGAGTCTTGTAAGTCTGATGTGAAACTCTTGGGCTC
AACCTGGGGAATTGCATTGCACACTGCTCGGTCTATAATCTGGCATAGGGAGGTAGAATTCCACG
TGTAGCACTGTAGTGCATAGATATGTGTGAGGAACACCGATGGTGACGCAGCTCTCTGGGTCAA
GATTGACGCTCATGCTCCTAAGCGTGGCGAGCCACCAGGATTACATACCCTGATAGTCCACGCT
CACCACGATGTCTACTAGTTGTCTGGTTTTATCTAACTTGGTAACGCAGCTAACGCGTGAGTAGA
CCGCCTGGTGAGTACGGGTCTTCAATATTAAAACTCAAAGTAGTTGGCGGGACCCGCACAAGCC
GAAGCATGATGTGCATTTATGTCGATGCCACCGCGTAAAGCCTTACCTACCCTTTGACATGACTG
ATCCTCTACAGATGACGAGTGCCTCGAAGACACCCGTACACAGTGCTGCATGACTGTCATCAGCT
CCGTCTTGGGAGAGTTGGCTAAGTCCCCTCACGACCCATCCTTGCCATATGTGCTACGAAGGTCA
CCTCTAATGGAACTGCCCAGGGTACAAAGCCGGCAAGACAAAGCGGGTGGAGGCAC

UoP Ref: 73W1
BACPOLES Ref: 7.te.6 430-600
Clone 43 closely resembled: Aquaspirillum sp., Xylophilus sp., Pseudomonas sp., Variovorax sp.,
Comamonas sp., Uncultured beta proteobacterium.
Seq: UoP Ref: 71W1 Clone 43
CGGCTACCTTCGTTACGACTTCACCCCAGTCACGAACCCCGCCGTGGTAAGCGCCCTCCTTGCG
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GTTAGGCTACCTACTTCTGGCGAGACCCGCTCCCATGGTGTGACGGGCGGTGTGTACAAGACCC
GGGAACGTATTCACCGCGACATTCTGATCCGCGATTACTAGCGATTCCGACTTCACGCAGTCGAG
TTGCAGACTGCGATCCGGACTACGACTGGCTTTATAGGATTAGCTCCCCCTCGCGGGTTGGCAA
CCTTCTGTACCAGCCATTGTATGACGTGTGTAGCCCCACCTATAAGGGCCATGAGGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCCCATTAGAGTGCCCAACTAAATGTAGCAAC
TAATGGCAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACA
GCCATGCAGCACCTGTGTTACGGTTCTCTTTCGAGCACGAAACCATCTCTGGTAACTTCCGTACA
TGTCAAAGGTGGGTAAGGTTTTTCGCGTTGCATCGAATTAAACCACATCATCCACCGCTTGTGCG
GGTCCCCGTCAATTCCTTTGAGTTTCAACCTTGCGGCCGTACTCCCCAGGCGGTCAACTTCACGC
GTTAGCTTCGTTACTGAGTCAGTGAAGACCCAACAACCAGTTGACATCGTTTAGGGCGTGGACTA
CCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCATGAGCGTCAGTACAGGTCCAGGG
GATTGCCTTCGCCATCGGTGTTCCTCCGCATATCTACGCATTTCACTGCTACACGCGGAATTCCA
TCCCCCTCTACCGTACTCTAGCTATACAGTCACAAATGCAGTTCCCAGGTTGAGCCCGGGGATTT
CACATCTGTCTTATATACCGCCTGCGCACGCTTTACGCCCAGTATTCCGATTACGCTTGCACCCT
ACGTATTACGCGCTGCTGCACGTAGTAGCGGTGCTTATTCTACGTAACGTCATGTCCCAGGTATT
ATCCGAGACTTTCCGTCGTACAAAGCAGTTACACCGAGGCTCATCTGGACGCGCATGCCTGATCA
GCCTTCGCCATGGTTCCAATTC

Clone 47 closely resembled: Janthinobacterium sp., uncultured eubacterium,  Pseudomonas
mephitica,  Aquaspirillum sp., Herbaspirillum sp., Duganella sp., Massilia sp., Arctic sea ice bacterium.
Seq: UoP Ref: 71W1 Clone 47
CGGCTACCTTGTTACGACTTCACCCCAGTCACGAATCCTACCGTGGTAAGCGCCCTCCTTGCGGT
TAAGCTACCTACTTCTGGTAAAACCCGCTCCCATGGTGTGACGGGCGGTGTGTACAAGACCCGG
GAACGTATTCACCGCGACATGCTGATCCGCGATTACTAGCGATTCCAACTTCATGCAGTCGAGTT
GCAGACTACAATCCGGACTACGATACACTTTCTGCGATTAGCTCCCCCTCGCGGGTTGGCGGCG
CTCTGTATGTACCATTGTATGACGTGTGAAGCCCTACCCATAAGGGCCATGAGGACTTGACGTCA
TCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCTCATTAGAGTGCCCTTTCGTAGCAACTAATGA
CAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATG
CAGCACCTGTGTACTGGTTCTCTTTCGAGCACTCCCTGATCTCTCAAGGATTCCAGCCATGTCAA
GGGTAGGTAAGGTTTTTCGCGTTGCATCGAATTAATCCACATCATCCACCGCTTGTGCGGGTCCC
CGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTACTCCCCAGGCGGTCTACTTCACGCGTTAGCT
GCGTTACCAAGTCAATTAAGACCCGACAACTAGTAGACATCGTTTAGGGCGTGGACTACCAGGGT
ATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCATGAGCGTCAATCTTGACCCAGGGGCTGCCTT
CGCCATCGGTGTTCCTCCACATATCTACGCATTTCACTGCTACACGTGATTCTACCCCCCTCTGC
CAGATTCTAGCCTTGCAGTCTCCAATGCAATTCCCAGGTTGAGCCCGGGGATTTCACATCAGACT
TACAAAACCGCCTGCGCACGCTTTACGCCAGTATTCGATACGCTGCACCCTACGTATTACCGCGG
CTGCTGCACGTAGTAGCGTGCTTATTCTTCAGTACGTCATAAGCAGAGAATTAGCTCTCACCGTT
CTTCTTGAACAAGAGCTTAACGCTGAGCCTCTCACTCACGCGCATGCTGGATCAGCCTTCGCCCA

UoP Ref: 64W
BACPOLES Ref: 7 te. 1. 500-750
Dgge band L most resembled: Sphingomonas sp.,
Seq: UoP Ref: 64W DGGE band L
GCTATCTCCGGGACGGTCATTATCATCCCGGGATAAAAGAGCTTTACAACCCTAAGGCCTTCATC
ACTCACGCGGCATTGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCACTGCTGCCTCNCG
TAGGCCCCCCGTGCNAATGCCTNCNGTAGGCCCGCAGTGCAA

DGGE band K most resembled: Sphingomonas sp
Seq: UoP Ref: 64W DGGE band K
BGNGGGCTATCTCCGGNANTGTCATTATCATCCCGGGTAAAAGAGCTTTACAACCCTAAGGCCTT
CATCACTCACGCGGCATTGCTGGATCAGGCTTTCGCCCATTGTCCAATATTCCCCACTGCTGCCT
CCCGTAGGCCCCCCGTGCAAATGNGTNTGGTANGCNNGCANTGNAAANNTANNNTAANNTTATA
ATAAGANANNAANANNAAAAANGNTNAAAAANNNTAATAAATANAAANAAATNNATNNTANATAAT
AATNTANAANNANAAATNTNNGTTNNACANNAANATNNAAGNAANAANNAANNAAAAAAAGAAAAN
TTGNAAANANAATATATTTAANTCTAANTTACTTAANTAANANATNTATAGNAAANNNGNTANAANT
ATNATAANTATNTNANNTAANNTTTANAGAAAANCNTAANNTATANTTAATNNTNGAGAAANNNAAT
TNNTATAAANANANAGAGANNANANTGNANTNNNAAANTANAAANNNTCNNANAGNTATAAANAA
NNATNNATANAAGANTTATTAAANNAGTANTTTANNTNTNNNNTAATTAAANTGNANANANANNAN
AATNANAGAATAAAACAAATATTAAATAATTNAATNANAAGTANNTTNAANNAGANTATANNTANTA
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AANAAGNTTNNAAANNNAAANNNANATAAATAAGNATGNNNAANAATNNATATATAANTANAATAA
TANNAAAAAAANNANATNNAANGNAAAANTAAAAATANATANAAAAANANANNTATAATANANNAN
ANANNNATNAATNATNANACNNANNTNAANAANAANTAATCNCATNAATTNGTAAATATNACTTAAT
AAANAAATANANAANAAAAANAANANNANNGGNANTNATCNGTNNAAAAAANANAATTNTTNTNNA
ANTNANAAGTNNTATTAANNCTNAAANAAAANNNTCTTANTTATTATNANNAAATANANNNAANNAA
NTNATNTCNNANNNNATAATATAATNAAAGNTTATCATNTATAATNNNNGAGTAANANATATANAAT
AAANTNANAANATTATAANATANANATANAAAAANTTAAAAAACTNAAAAATAGTGNNAAANNNANN
TATNNNTACNACNAGNNANTATNNTAANATTAATACAANANNANANANTAAAAAAATAAANNATTAA
NAAANCAAGTNNTAANTANAANAAAANAATAATNANNAACTANTTTANGANTANTTNTAAGAGAAAT
GAANTTANATNATTACAAANNNGTCNNAANNAATTTTTNNAANAGATNAANGAGNNAANATTATAA
TTTAGANNNNTGTTAAAACANNAATNTCNNATAANANATTNTACATNNAAAAATATACATNNATAAT
AAAATAANTNATTAAAGTTANNANNCAATCAANNCANATGAATAAGAAAGATAAANNANNNNTATA
TATANTATTNATAANAATATAANTANNANTTATNNNGATTNATANANANTATANANANAATATNTAN
AATNNNTANAANATAAAAAGAATANNANTAAATTTNAATGANNATNCNTGTNATNTGANCGAANNT
AA

Site 9 : Dokkum, Netherlands – Oak of c. 590yrs

UoP Ref:7W1
BACPOLES Ref: 9.ta.4 (Netherlands)

Clone 1 closely resembled: Desulfovibrio alaskensis, Desulfovibrio vietnamensis
Seq: UoP Ref:7W1 Clone 1
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGGGCTTCCTCTGGGGTTACCGTCAACTTCTTAC
GAAGCTTCTTCACCCCTGACAGGAGTTTACGACCCGAAGGCCTTCATCCTCCACGCGGCGTCGC
TGCGTCAGGCTTTCGCCCATTGCGCAAAATTCCTCA

Site12 : BZN, Netherlands – Oak and Scot’s Pine of c. 376yrs

UoP Ref: 23W1
BACPOLES Ref: 12.td.1.3 (Netherlands)

Clone 1 closely resembled: Actinobacteria, Cellulomonas sp. Streptomyces sp. Arthrobacter sp.
Seq: UoP Ref: 23W1 Clone 1
AITACCGCGTGCTGCTGGCACGTAGTTAGCCGGCGCTTCTTCTGCAGGTACCGTCACTTTCGCTT
CTTCCCTGCTGAAAGGGGTTTACAACCCGAAGGCCTTCATCCCCCACGCGGCGTCGCTGCATCA
GGCTTTCGCCCATTGTGCAATATTCCCCA

Clone 2 closely resembled: Tanella salinilacus, Tanella fryxellensis, Methylarcula sp., Roseobacter
sp., Jannaschia helgolandensis, Antarctobacter heliothermus, Ruegeria sp., Antarctobacter sp.
Seq: UoP Ref: 23W1  Clone 2
ATTACCGCCGTGCTGCTGGCACGGAGTTAGCCGGGGTTTCTTTACCAGGTACTGTCATTATCATC
CCTGGCGAAAGAGCTTTACGACCCTAAGGCCTTCGTCACTCACGCGGCATCGCTAGATCAGGCT
TGCGCCCATTGTCTAAGATTCCCCA

Clone 4 closely resembled: Psychrobacter glacincola, Psychrobacter aquatica, Psychrobacter vallis.
Seq: UoP Ref: 23W1 Clone 4
ATTACCGCGGCTGCTGGCACAGAGTTAGCCGGTGCTTATTCTGCAGCTAATGTCATCGTCTCCGG
GTATTAACCGAAGAGTCTTCTTCACTGCTTAAAGTGCTTTACAACCAAAAGGCCTTCTTCACACAC
GCGGCATGGCTGGATCAGGGTTTCCCCCATTGTCCAATATTCCCCA

Clone 5 closely resembled: Tanella salinilacus, Methylarcula sp.
Seq: UoP Ref: 23W1 Clone 5
ATTACCGCGGCTGCTGCACGGAGTTAGCCGGGGTTTCTTTACCAGGTACTGTCATTATCATCCCT
GGCGAAAGAGCTTTACGACCCTAAGGCCTTCGTCACTCACGCGGCATCGCTAGATCAGGCTTGC
GCCCATTGTCTAAGATTCCCCA
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UoP Ref: 26W1 (Ew1)
BACPOLES Ref: 12.td.2.3 (Netherlands)

DGGE band D closely resembled: Rhodobacter sp., uncultured/unidentified sp.
Seq: UoP Ref: 26W1  DGGE DGGE band D
TNGGGACGGGTCATTATCATCCCNGGGGTGNAAAGAGCTTTACAACCCTAAGNCCTTCATCNCN
CACGCGGNATGGCTAGATCAGGCTTGCGCNCATTGTCTAAGATTCCCCACTGCTGCCTCCCGTA
GGCCCCCGGTGCATNGCGTANGGCNCGCGTGCAGTGCAA

DGGE band F closely resembled: Rhodobacter sp.
Seq: UoP Ref: 26W1 DGGE Band F
GGGGNTNTCGCGGAACGTCATTATCTTCCAGGTGAAGGACTTTACAACCCTAAGGCCTTCATCGC
TCCACGCGGCATGGC
TAGATCAGGCTTGCGCCCATTGTCTAAGATTCCCCACTGCTGCCTCCCGTAGGCCCCCNGTGCA
TACCCGTAGGCCCCCC
GTGCAAGNAA

Site13 : BZN, Netherlands – Oak and Scot’s Pine of c. 360yrs

UoP Ref:40W1
BACPOLES Ref: 13.TA.4 (Netherlands)
Clone 1 closely resembled: Bacillus benzoevorans, Bacillus sp., Bacillus megaterium, Marinibacillus
marinus, Marinibacillus campisalis
Seq: UoP Ref:40W1 Clone 1
ATTACCGCCGCGTTTGCTGGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGGTAC
GAGCAGTTACTCTCGTACTTGTTCTTCCCTAACAACAGAGTTTTACGATCCGAAAACCTTCATCAC
TCACGCGGCGTTGCTCCGTCAGACTTTCGTCCATTGCGGAAGATTCCCTA

Clone 3 closely resembled: Novosphingobium sp., Novosphingobium subarcticum, Erythrobacter sp.,
Erythrobacter sp., Erythrobacter flavus, Zymomonas sp., Porphyrobacter tepidarius, Porphyrobacter
neustonensis.
Seq:UoP Ref: 40W1 Clone 3
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGAGCTTATTCTCCAGGTACTGTCATTATCATCCC
TGGTAAAAGAGCTTTACAACCCTAAGGCCTTCACCACTCACGCGGCATTGCTGGATCAGGCTTTC
GCCCATTGTCCAATATTCCCCA

Site 14: Travenhorst, Germany – Oak of unknown age

UoP Ref: 82W1
BACPOLES Ref: 14.TA.HE.3. 0,34-1,57
Clone 2 closely resembled: Herbaspirillum sp., Janthinobacterium sp., Janthinobacterium lividum,
Pseudomonas mephitica, Janthinobacterium agaricidamnosum
Seq:UoP Ref:PW1 (82W1) Clone 2
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTCAGGTACCGTCATTAGCAGGAG
ATATTAGCTCCCACCGTTTCTTCCCTGACAAAAGAGCTTTACAACCCGAAGGCCTTCTTCACTCAC
GCGGCATTGCTGGATCAGGCTTGCGCCCATTGTCCAAAATTCCCCA

UoP Ref: 107W1
BACPOLES Ref: 14.TA.+ TE.20-0,62-0,89
DGGE band B closely resembled: Cytophaga sp. Flavobacterium sp.
Seq:UoP Ref: 107W1 DGGE band B
TTNAAANNNANNNNNNNNGGAAANTNTNTACNAANNCNNNNAAGCTNCNACACGNTCNGAATGTT
TCTTCTCGTATAAAA
GCAGTNCTANTNATCCATAGGACCGTCATCCTGCACGCGGCATGGCTGGATCAGGCTTGCGCCC
ATTGTCCAATATTCCT
CACTGCTGCCTCCCGTAGGCCCCCCGTGCAANNNANNNTNTTNTAANNNATANAAANNTATTTAA
AAANA
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Site 23 : Leeuwarden, Netherlands –Scot’s Pine of c. 100yrs

UoP Ref: 43W1
BACPOLES Ref: 23.td.1.80
Clone 2 closely resembled: Sphingomonas and Porphyrobacter species
Seq:UoP Ref: BW1 (43W1) Clone 2
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGGGCTTATTCTCCCGGTACTGTCATTATCATCCC
GGGTAAAAGAGCTTTACAACCCTAAGGCCTTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTC
GCCCATTGTGCAATATTCCCCA

UoP Ref: 44W1
BACPOLES Ref: 23.td.1.300
DGGE band closely resembled: CFB group bacterium
Seq:UoP Ref: 44W1 DGGE band
GCTATCGTANGGANCGTTCAGCCTACTCATCACGAGTAGATAGGGNTTTATCCCTATACAAAAGT
AAGTTTACAACCCATAGGGCCGGTCGCTCCTTCACGCGGGATGGCATGGATCAGGCTCTCACCC
ATTGTCCAATATTCCTCACTGCTGCCTCCCGTAGGCCCCCCGTGCAAGCAA

Site 24: Bryggen, Norway. Scot’s Pine of unknown age

UoP Ref: 10W1
BACPOLES Ref: 24.ta.5.1
Clone 121 closely resembled: Janthinobacterium sp., Pseudomonas sp., Oxalobacter sp.,
Aquaspirillum sp., Herbaspirillum sp., Matsuebacter sp.
Seq:UoP Ref: 10W1 clone 121
ATGGTTTGATGAAGGAGGCAGATTGAACGCTGGCGGCATGCCTTACACATGCTAGTCGAACGGC
AGCACGGAGCTTGCTCTGGTGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCTAG
AGTGGGGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGATCTACGGATGGAAGTGGGGG
ATCGCAAGACCTCATGCTCGTGGAGCGGCCGATATCTGATTAGCTAGTTGGTAGGGTAAAAGCCT
ACCAAGGCATCGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGT
CCAGACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGAAAGCCTGATCCAGCAA
TGCCGCGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTGAGG
GCTAATATCCCTTGCTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCC
GCGGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTT
TTGTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTGGAGACTGCAAGGCTAGA
ATCTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACAC
CGATGGCGAAGGCAGCCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAA
CAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGA
CTTGGTAACTGAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTC
AAAGGAATTGACTGGGACCCGCACAAGCGGTGGATGATGTGGAATAATTCCGATGCAACGCGAA
AACTTACCTACCCTTTGACATGGCTGGAATCCCCGAAAGATTTGGGAAGTGTCCGAAAGAAAGCC
AGTACACAGGTGCCTGCATGGGCTTGTCGTCACCTCGGTCCGGAAATGTGGTAAGTCCCCACAC
AGCGCACCTTTGCATTTAGTTTGCTATCAAGACCCTCATAGGAACTTGCCCGGTAGACAAACCCC
TAAGATAGTGTTGGGGATAGGACACCC

Clone 128 closely resembled: Janthinobacterium sp., Massilia sp., Duganella sp.,
Pseudomonas sp., Collimonas sp., Herbaspirillum sp.
Seq:UoP Ref: 10W1 clone 122
CGGCTACCTCTGTTTACGACTTCACCCCAGTCACGAATCCTACCGTGGTAAGCGCCCTCCTTGCG
GTTAAGCTACCTACTTCTGGTAAAACCCGCTCCCATGGTGTGACGGGCGGTGTGTACAAGACCC
GGGAACGTATTCACCGCGACATGCTGATCCGCGATTACTAGCGATTCCAACTTCATGCAGTCGAG
TTGCAGACTACAATCCGGACTACGATACACTTTCTGGGATTAGCTCCCCCTCGCGGGTTGGCGG
CCCTCTGTATGTACCATTGTATGACGTGTGAAGCCCTACCCATAAGGGCCATGAGGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCTCATTAGAGTGCCCTTTCGTAGCAACTAAT
GACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCA
TGCAGCACCTGTGTTACGGCTCTCTTTCGAGCACACCTCGATCTCTCGTGGCTTCCGTACATGTC
AAGGGTAGGTAAGGTTTTTCGCGTTGCATCGAATTAATCCACATCATCCACCGCTTGTGCGGGTC
CCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTACTCCCCAGGCGGTCTACTTCACGCGTTA
GCTGCGTTACCAAGTTAATTAAAACCCGACAACTAGTAGACATCGTTTAGGGCGTGGACTACCAG
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GGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCATGAGCGTCAATCTTGACCCAGGGGGCTG
CCTTCGCCATCGGTGTTCCTCCACATCTCTACGCATTTCACTGCTACACGTGGAATTCTACCCCC
CCTCTGCCAGATTCTAGCCTTGCAGTCTCCATCGCAATTCCCAGGATGAGCCCGGGATTTCACGA
CAGACTACAAACGCTGCGCACGCTTTACGCCAGTACTCGATACGCTGCACCTACGTATTACGCGC
TGCTGCACGTAGTAGGCGGTGCTTATTCTTCAGCTACGTCATAGCAGATTTAGCCCTCACGGTTC
TCCTGACAAAAGAGCTTACAGCGAGCTCTCATCACGGCATTCGATCGCTGCAAGTGCAATCCAAT
GGTCCCTCCGTAGGACCT

Clone 129 closely resembled: Uncultured beta proteobacterium, Aminomonas sp., Methylophilus sp.,
Dechlorosoma sp., Methylobacillus sp., Azospira sp., Azoarcus sp., Dechlorosoma sp., Methylomonas
sp.
Seq:UoP Ref: 10W1 clone 129
CGGCTACCTCTGTTACGACTTCACCCCAGTCATGAACCCCACCGTGGTAAGCGTCCCCCTTGCG
GTTAGACTACCTACTTCTGGTGAAACCCACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCC
GGGAACGTATTCACCGCGACATGCTGATCCGCGATTACTAGCGATTCCGACTTCATGAAGTCGAG
TTGCAGACTTCAATCCGGACTACGATCGGCTTTCTGGGATTGGCTCCCCCTCGCGGGTTGGCAA
CCCTCTGTACCGACCATTGTATTACGTGTGAAGCCCTGGCCATAAGGGCCATGAGGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCCCATTAAAGTGCCCAACTAAATGATGGCAA
TTAATGGCAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGAC
AGCCATGCAGCACCTGTGTCCACTTTCCCTTTCGGGCACCTAATGCATCTCTGCTTCGTTAGTGG
CATGTCAAGGCCAGGTAAGGTTTTTCGCGTTGCATCGAATTAATCCACATAATCCACCGCTTGTG
CGGGCCCCCGTCAATTCCTTTGAGTTTTAATCTTGCGACCGTACTCCCCAGGCGGTCTACTTCAC
GCGTTAGCTGCGTTACTAAGAGATTTTACTCTCCCAACAACTAGTAGACATCGTTTAGGGCGTGG
ACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCATGAGCGTCAGTATTGACCCA
GGGGGCTGCCTTCGCCATTGGTATTCCTCCACATCTCTACGCATTTCACTGCTACACGTGGAATC
CTACCCCCCTCTGCCATACTCTAGCCTTGTAGTTTCAAACGCAGTTCCCAGGTTGAGCCCGGGGC
TTTCACATCTGACTTACAAAACCGCTGCGCACGCTTACGCCCAGTATTCGATACGCTCGCACCCT
ACGTATACGCGCTGCTGACGTAGTAGCGGTGCTTCTTATCAGTACGTCATAACACAGATATCGCT
GGATCGTCCTCGTGGCAAGAGCTACACGAAGGCCTCTACTCACCGGAATGGCTGATCAGCTGGC
CCATGTTCAATCCCCAATGT

UoP Ref: 4W1
BACPOLES Ref: 24.ta.3
DGGE Band closely resembled: Acidovorax sp.
Seq:UoP Ref: 4W1 DGGE band
GCTATCTAGGTACGGTCATGGGACCCCCCTTTATTAGAAGGAGTCTTTTCGTTCCGTACAAAAGC
AGTTTACAACCCGAAGGCCTTCATCCTGCACGCGGCATGGCTGGATCAGGCTTTCGCCCATTGT
CCAAAATTCCCCACTGCTGCCTCCCGTAGGGCCCCCCGTGCAAA

UoP Ref: 9W1
BACPOLES Ref: 24.ta.3
DGGE Band closely resembled: Pseudomonas sp., Halomonas sp.
Seq:UoP Ref: 9W1 DGGE band
GGGNNTTTNNTGGGNNACGNTCANNNCCACCGGGNTNATTANANAAANGAGGATTTNCGACTTC
CCGAATAAAANGTTGTTTTTACAANCCGAAGGCNCTTCATTCACAACACNTCGGTCATTGGTGGAT
NANGCCTTGCGNGCCATTGTCCAATATTCCCCACTGNTNCCTCCCGTAGGCCCCCCGTGCAAA

Site 25 : Mollosund, Netherlands – Oak of unknown age

UoP Ref: 76W1
BACPOLES Ref: 25.ta.1.a.4
Clone 11 closely resembled: Pseudomonas sp., Arctic sea ice bacterium, Streptomyces sp.,
Halomonas sp., Cytophaga sp. Nocardia sp., Acidithiobacillus sp., Microcystis aeruginosa,
Staphylococcus aureus, Hydrogenophaga palleronii, Paenibacillus sp., Bradyrhizobium sp.,
Corynebacterium bovis,  Cellulophaga sp.
Seq:UoP Ref: 76W1  Clone 11
AGGTAGCCGAGTCGTAACAAGGTAGCCGA
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Clone 16 closely resembled: Oxalobacteraceae sp., Janthinobacterium sp.,Oxalobacter sp.,
Pseudomonas mephitica, Duganella sp., Massilia timonae, Ultramicrobacterium sp., Herbaspirillum
sp., Aquaspirillum sp., Matsuebacter sp.
Seq:UoP Ref: 76W1  Clone 12
GATTGAACGCTGGCGGCATGCCTTACACATGCAAGTCGAACGGCAGCGCGGGGCAACCTGGCG
GCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCTGGAGTGGGGGATAACGTAGCGA
AAGTTACGCTAATACCGCATACGATCTAAGGATGAAAGCAGGGGACCGCAAGGCCTTGTGCTCC
TGGAGCGGCCGATATCTGATTAGCTAGTTGGTGGGGTAAAGGCCCACCAAGGCATCGATCAGTA
GCTGGTCTGAGAGGACGACCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGG
CAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGCCGCGTGAGTGAAGAA
GGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTGTGGGCTAATATCCCATGCTAAT
GACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGCGGTAATACGTAGGGTG
CAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTTGTAAGTCTGTCGTGAAA
TCCCCGGGCTCAACCTGGGAATGGCGATGGAGACTGCAAGGCTAGAGTTTGGCAGAGGGGGGT
AGAATTCCACGTGTAGCAGTGAAATGCGTAGATATGTGGAGGAACACCGATGGCGAAGGCAGCC
CCCTGGGTCAAAACTGACGCTCATGCACGAAAGCGTGGGGAGCAAACAGGATTAGATACCCTGG
TAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTCTTAATTGACTTGGTAACGCAGCTAAC
GCGTGAAGTAGACCGCCTGGGGGAGTACGGTCGCAAGATTAAAACTCAAAGGAATTGACGGGGA
CCCGCACAAGCGGTGGATGATGTGGATTAATTCGATGCACGCGAAAAACCTTACCTACCCTTGAC
ATGGATGCATCTTGAAAGATTGAGGAGTGCCCGAAGGAACATACACAGTGCTGCATGCTGTCGTC
AGCTCGTGTCTGAAATGTTGGTAAGTCCCGCACGAGCGCACTGTCATTAGTTGCCTACGAAAGAA
ACCTCTTATGAAACTGCGGTGACAAATCGGAGAAAAGGGGTGGGAATTAAACAGT

Site 26 : Elst, Netherlands – Oak c. 1900yrs

Note: All sequences come from DGGE bands of Thomas’s consortia not actual wood

UoP (slu) Ref: 90w (A171)B
BACPOLES Ref: Elst te 3 0-74 26
DGGE band resembled: Pseudomonas sp.
Seq: UoP (slu) Ref: 90w (A171)B DGGE band
GNGGGCTTATCTGTGGTAAGATCAAACTGCAGGGTTATTAACCAGGCAGCCCTTCCTCCNAACTT
AAAGTGCTTTACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTGGATCAGGCTTTCGCCCA
TTGTCCAATATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAAAA

UoP (slu) Ref: 92w (A169 993)B
BACPOLES Ref: 26 te 10-78
DGGE band resembled: Brevundimonas sp.
Seq: UoP (slu) Ref: 92w (A169 993)B DGGE band
CTNTTGCGGGTACGGTCATTNTCGCTCNCCGGTGAAAGANTTTTANGATTCNTAANACCTTCATC
ATTCNNGCGACCATGGANNGCGTTCAGGNTTTCGCCCATTGCTGCANGATTCCCACANTTGCGT
GCCTNGCGTAAGANCCCCGTAGNNCTGCCTCCCGTAGGCCCCCCGTGCAA

UoP (slu) Ref: 92w (A169 993)
BACPOLES Ref: 26 te 10-78
Clone 1 resembled: Bacillus sp.
Seq: UoP (slu) Ref: 92w (A169 993) clone 1
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGGTACCGG
CAGTTACTCCGGTACTTGTTCTTCCCTAACAACAGAGCTTTACGACCCGAAGGCCTTCATCGCTC
ACGCGGCGTTGCTCCATCAGACTTTCGTCCATTGTGGAAGATTCCCTACTGCTGCCTCCCGTAGG
AAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGC
GTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACAC

Clone 2 resembled: Bacillus sp.
Seq: UoP (slu) Ref: 92w (A169 993) clone 2
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGTGGCTTTCTGGTTAGGTACCGTCAAGGTACCGG
CAGTTACTCCGGTACTTGTTCTTCCCTAACAACAGAGCTTTACGACCCGAAGGCCTTCATCGCTC
ACGCGGCGTTGCTCCATCAGACTTTCGTCCATTGTGGAAGATTCCCTACTGCTGCCTCCCGTAGG
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AAGGGCGAATTCCAGCACACTGGCGGCCGTTACTAGTGGATCCGAGCTCGGTACCAAGCTTGGC
GTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACA

Clone 8 resembled: Brevundimonas sp.
Seq: UoP (slu) Ref: 92w (A169 993) clone 8
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGAGACTTTCTCCTGAGGTACCGTCCTTGCACCGG
ACGTTACTCCGGGTTTTGTTCTTCCCTAACCTTCTACCTTTACGACCCGAAGGTCTTCATCGCTTG
CGCCCATTTGCTCCAATTCCTCACTGCTGCCTCCCGAAGAATCGCTAAAGCTGCCTCCCTGGGAG
CCGTTAATTCCGGATCCCAGCTCGGCGTTAGCTTGGATTAATCATGGTCATAGCTGTTTCCTGTG
TCAAATTGTTATCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACTGTA

Site 27 : GZ-80, Netherlands – Oak c. 450yrs

UoP Ref: 88W1
BACPOLES Ref:27.ta.3

Clone 3 closely resembled: Mesorhizobium sp.,Rhizobium mediterraneum
Seq: UoP Ref: 88W1 Clone 3
ATTACCGCGGCTGCTGGCACGAAGTTAGCCGGGGCTTCTTCTACGGCTACCGTCATTATCTTCAC
CGTTGAAAGAGCTTTACAACCCTAGGGCCTTCATCACTCACGCGGCATGGCTGGATCAGGCTTG
CGCCCATTGTCCAATATTCCCCA

Clone 4 closely resembled: Cellvibrio sp.,Cellvibrio ostraviensis,Cellvibrio mixtus subsp. Mixtus,
Cellvibrio vulgaris, Myxobacterium, Cellvibrio fulvus, Pseudomonas fluorescens, Pseudomonas putida
Seq: UoP Ref: 88W1 Clone 4
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGTGCTTCTTCTGTGGGTAACATCAATTCACTCAC
GTATTAGGTGAATGACCTTTCTCCCCACTGAAAGTGCTTTACAACCCTAAGGCCTTCTTCACACAC
GCGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCCCA

Clone 5 closely resembled: Variovorax sp., Aquaspirillum delicatum, Rhodoferax fermentans,
Acidovorax avenae subsp. citrulli, Acidovorax avenae subsp. cattleyae
Seq: UoP Ref: 88W1 Clone 5
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGTGCTTATTCTTACGGTACCGTCATGAGCCCCCT
GTATTAGAGGAAGCCTTTTCGCTCCGTACAAAAGCAGTTTACAACCCGAAGGCCTTCATCCTGCA
CGCGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCTCA

Clone 6 closely resembled: Cellvibrio sp.
Seq: UoP Ref: 88W1 Clone 6
TAAACCCCGCCCCTTTTTTTGCTGGGCACGGAGTTAGCCGGTGCTTCTTCTGTGGGTAACATCAA
TTCACTCACGTATTAGGTGAATGACCTTTCTCCCCACTGAAAGTGCTTTACAACCCTAAGGCCTTC
TTCACACACGCGGCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATGTTCCCCACTGCTGCCT
CCCGTAGGCCCCCCGTGCCCC

Clone 8 closely resembled: Sphingomonas sp., Sphingomonas macrogoltabidus, Sphingomonas
adhaesiva, Sphingopyxis alaskensis, Sphingomonas aerolata, Sphingomonas faenia, Sphingomonas
aurantiaca
Seq: UoP Ref: 88W1 Clone 8
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGAGCTTATTCTCCCGGTACTGTCATTATCATCCC
GGGTAAAAGAGCTTTACAACCCTAGGGCCTTCATCACTCACGCGGCATTGCTGGATCAGGCTTTC
GCCCATTGTCCAATATTCCCCA

Clone 9 closely resembled: Flavobacterium sp., Cytophaga aquatilis, Flavobacterium xinjiangensis,
Flavobacterium hydatis, Flexibacter aurantiacus subsp. excathedrus, Cytophaga succinicans
Seq:UoP Ref: 88W1 Clone 9
ATTACCGCGTGCTGCTGGCACGGAGTTAGCCGATCCTTATTCTTACAGTACCGTCAATCTGGCTC
ACGAGCCAGGGTTTCTTCCTGTACAAAAGCAGTTTACAATCCATAGGACCGTCATCCTGCACGCG
GCATGGCTGGATCAGGCTTGCGCCCATTGTCCAATATTCCTCA
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Site 28: KZ-47, Netherlands. Oak c. 480 yrs

UoP Ref: 81W1
BACPOLES Ref: 28.ta.2
Clone 113 closely resembled: Janthinobacterium sp., Pseudomonas sp., Aquaspirillum sp.,
Herbaspirillum sp., Duganella sp., Oxalobacteraceae bacterium, Massilia sp., Arctic sea ice bacterium,
Collimonas sp.
Seq: UoP Ref: 81W1 Clone 113
CGGCTACCTTGTTACGACTTCACCCCAGTCACGAATCCTACCGTGGTAAGCGCCCTCCTTGCGGT
TAAGCTACCTACTTCTGGTAAAACCCGCTCCCATGGTGTGACGGGCGGTGTGTACAAGACCCGG
GAACGTATTCACCGCGACATGCTGATCCGCGATTACTAGCGATTCCAACTTCATGCAGTCGAGTT
GCAGACTACAATCCGGACTACGATACACTTTCTGCGATTAGCTCCCCCTCGCGGGTTGGCGGCG
CTCTGTATGTACCATTGTATGACGTGTGAAGCCCTACCCATAAGGGCCATGAGGACTTGACGTCA
TCCCCACCTTCCTCCGGTTTGTCACCGGCAGTCTCATTAGAGTGCCCTTTCGTAGCAACTAATGA
CAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACGACAGCCATG
CAGCACCTGTGTACTGGTTCTCTTTCGAGCACTCCCCAATCTCTCGGGGATTCCAGCCATGTCAA
GGGTAGGTAAGGTTTTTCGCGTTGCATCGAATTAATCCACATCATCCACCGCTTGTGCGGGTCCC
CGTCAATTCCTTTGAGTTTTAATCTCGCGACCGTACTCCCCAGGCGGTCTACTTCACGCGTTAGC
TGCGTTACCAAGTCAATTAAGACCCGACAACTAGTAGACATCGTTTAGGGCGTGGACTACCAGGG
TATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCATGAGCGTCAATCTTGACCCAGGGGCTGCCT
TCGCCATCGGTGTTCCTCCACATATCTACGCATTTCACTGCTACACGTGGAATTCTACCCCCCTCT
GCCAGATTCTAGCCTTGCAGTCTCCAATGCAATTCCCAGGTTGAGCCCGGGGATTTCACATCAGC
TTACAAAGCCGCCTGCGCACGCTTTACGCCCAGTATTCGATACGCTTGCACCCTACGTATTACCG
CGCTGCTGCACGTAGTAGCGTGCTTATTCTTCAAGTACGGTCATAGCAGAGATATTAGCTCTCAC
GGTCTCTGGACAAGAGCTTACACCAGAAGGCTCTACTCAGCGCATGCTTGATCAGCTTCGCATGA
CAAATCCCCATGGCTGCTTTCCGTAAGAGACTCTGG

Clone 119 closely resembled: Chryseobacterium sp., Haloanella sp., Flavobacterium sp., Kaistella sp.,
Bergeyella sp., Riemerella sp.
Seq: UoP Ref: 81W1 Clone 119
CGGCTACCTTGTTACGACTTAGCCCTAGTTACTTGTTTTACCCTAGGCAGCTCCTGTTACGGTCAC
CGACTTCAGGTACCCCAAACTTCCATGGCTTGACGGGCGGTGTGTACAAGGCCCGGGAACGTAT
TCACCGCATCATGGCTGATATGCGATTACTAGCGATTCCAGCTTCATAGAGTCGAGTTGCAGACT
CCAATCCGAACTGAGACCAGCTTTCGAGATTCGCATCCAGTCGCCTGGTAGCTGCCCTCTGTACT
GGCCATTGTATTACGTGTGTGGCCCAAGGCGTAAGGGCCGTGATGATTTGACGTCATCCCCACC
TTCCTCTCTACTTGCGTAGGCAGTCTCACTAGAGTCCCCAACTGAATGATGGCAACTAGTGACAG
GGGTTGCGCTCGTTGCAGGACTTAACCTAACACCTCACGGCACGAGCTGACGACAACCATGCAG
CACCTTGAAAATTGTCCGAAGAAAAGTCTATTTCTAAACCTGTCAATTCCCATTTAAGCCTTGGTAA
GGTTCCTCGCGTATCATCGAATTAAACCACATAATCCACCGCTTGTGCGGGCCCCCGTCAATTCC
TTTGAGTTTCATTCTTGCGAACGTACTCCCCAGGTGGCTAACTTATCACTTTCGCTTAGTCTCTGA
ACCCTAAAGCCCAAAAACGAGTTAGCATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGT
TCGCTCCCCACGCTTTCGTCCATCAGCGTCAGTTAAAACATAGTGACCTGCCTTCGCAATTGGTG
TTCTAAGTAATATCTATGCATTTCACCGCTACACTACTTATTCCAGCCACTTCTACTTTACTCAAGA
CCTGCAGTATCAATGGCAGTTTCATAGTTAAGCTATGAGATTTCACCACTGACTTACAGATCCGCC
TACGGACCCTTTAAACCCAATAAATCAGGATACGCTTGCACCCTCCGTATTACCGCGGCTGCTGG
CACGGAGTAGCGGTGCTTATTCGTATAGTACTCAGCTACTCCTCACGAGAGTAGTTTATCCCTATA
CAAAAGAGGTACATCATAGGTCGTCGTCTCAGTGAATGGCTGGATCAGGTTACCATGCAAATTTC
CTATGCTGCTTCGTAGAGTCTGATTCCGGGGTTTT

Clone 208 closely resembled: Uncultured proteobacterium, Oxalobacter sp., Janthinobacterium sp.,
Pseudomonas sp.,  Massilia sp., Herbaspirillum sp., Aquaspirillum sp.
Seq: UoP Ref: 81W1 Clone 2018
GTTTGATCCTGGCTCAGATTGAACGCTGGCGGCATGCTTTACACATGCAAGTCGAACGGCAGCG
CGGGGCAACCTGGCGGCGAGTGGCGAACGGGTGAGTAATATATCGGAACGTACCCAAGAGTGG
GGGATAACGTAGCGAAAGTTACGCTAATACCGCATACGATCTAAGGATGAAAGCAGGGGACCGC
GAGGCCTTGTGCTCCTGGAGCGGCCGATATCTGATTAGCTAGTTGGTAGGGTAAAGGCCTACCA
AGGCTACGATCAGTAGCTGGTCTGAGAGGACGACCAGCCACACTGGAACGGAGACACGGTCCA
GACTCCTACGGGAGGCAGCAGTGGGGAATTTTGGACAATGGGCGCAAGCCTGATCCAGCAATGC
CGTGTGAGTGAAGAAGGCCTTCGGGTTGTAAAGCTCTTTTGTCAGGGAAGAAACGGTGGGAGCT
AATATCTCCCACTAATGACGGTACCTGAAGAATAAGCACCGGCTAACTACGTGCCAGCAGCCGC
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GGTAATACGTAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAAGCGTGCGCAGGCGGTTTT
GTAAGTCTGATGTGAAATCCCCGGGCTCAACCTGGGAATTGCATTGGAGACTGCAAGGCTAGAAT
CTGGCAGAGGGGGGTAGAATTCCACGTGTAGCAGTGAAATGCGTAGAGATGTGGAGGAACACC
GATGGCGAAGGCAGCCCCCTGGGTCAAGATTGACGCTCATGCACGAAAGCGTGGGGAGCAAAC
AGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGTCTACTAGTTGTCGGGTTTAATTAACTT
GGTAACGCAGCTAACGCGTGAAGTAGACCGCCTGGGGAGTACGGTCGCAAGATTAAAACTCAAA
GGAATTGACGGGACCCGCACAAGCGGTGGATGATGGTGGATTATTCGATGCAACGCGAAAACCT
TACCTACCTTGACATGTACGGAGCACGAGAGATCGAGGGTGCTCGAAAGAAACGTAACCAGGTG
CTGCATGCTGTCGTCAGCTCTGTTCTGGATGTGGGTAGTCCCGACCAGCCACCCTTGCATAGTTG
CTCCAAGACCCTAATGAACGTGCGGGGAAACCGGAGGAATGGTGGGGAATTAAATTTTCT

Clone 209 closely resembled: Uncultured Bacteroidetes bacterium, Uncultured Cytophagales,
Bacteroides sp., Cryomorphaceae bacterium
Seq: UoP Ref: 81W1 Clone 209
CGGCTACCTCTGTTACGACTTAGCCCCAGTCACCAGTTTTACCCTAGGCCGCTCCTTACGGTTGC
AGACTTCAGGTACCCCCAGCTCCCATGGCTTGACGGGCGGTGTGTACAAGGCCCGGGAACGTAT
TCACCGCGCCGTGGCTGATGCGCGATTACTAGCGAATCCAGCTTCATGAAGTCGAGTTGCAGAC
TTCAATCCGAACTGAGACCGGCTTTCGAGATTGGCATCTCCTCGCGGAGTAGCTCCCCTCTGTAC
CGGCCATTGTAACACGTGTGTAGCCCTGGACGTAAGGGCCGTGCTGATTTGACGTCATCCCCGC
CTTCCTCACAGCTTACGCTGGCAGTTTCACTAGAGTCCCCGGCATTACCCGCTGGCAACTAATGA
TAAGGGTTGCGCTCGTTATGGCACCTAAGCCGACACCTCACGGCACGAGCTGACGACAACCATG
CAGCACCTCGCAAAAAGCCATTGCTGGCTCACACCTTTCAGCGTGATTCTTCTCGCGTTCGAGCC
CAGGTAAGGTTCCTCGCGTATCATCGAATTAAACCACATGTTCCTCCGCTTGTGCGGGCCCCCGT
CAATTCCTTTGAGTTTCATCGTTGCCGACGTACTCCCCAGGTGGATCACTTAATGCTTTTACTCAG
ACGCATACATTGTATCGCATACATCCAGTGATCATCGTTTACGGCGTGGACTACCAGGGTATCTA
ATCCTGTTTGATCCCCACGCTTTCGTGCCTCAGCGTCAGTACTAATTTAGTAAGCTGCCTTCGCAA
TCGGTGTTCTGTGTAATATCTAAGCATTTCACCGCTACACTACACATTCCGCCTACCTCAATTATA
CTCAAGATATTCAGTATCAATGGCAATGCTATCGTTAAGCACAGTCTTTCACCACTGACTTAAATA
CCCGCCTACGCACCCTTTAAACCCAATAAATCAGGATACGCTCGCATCCTCCGTATTACCGCGCT
GCTGGCACGGAGTAGCCGATGCTATCGTACTGTACTTCAGTATCCTCGCAGGATACAATTACCCA
GTACAAAAGAAGGTTTACACCCTTAGGCCGTCTTTCCTCCCGCGCATGCTTGTTCAGTGCCCATG
AACAAATTTCCTACTGCTGCCTCCGTAAGGATTCTGGTCCCGGG

UoP Ref: 86W1
BACPOLES Ref: 28ta1
Clone 131 closely resembled: Cytophaga sp., Flavobacterium sp., Acanthamoeba sp., Arctic sea ice
bacterium sp., Sporocytophaga sp.
Seq: UoP Ref: 86W1 Clone 131
CGGCTACCTTGTTACGACTTAGCCCTAGTTACCAGTTTTACCCTAGGCAGCTCCTTGCGGTCACC
GACTTCAGGCACCCCCAGCTTCCATGGCTTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATT
CACCGGATCATGGCTGATATCCGATTACTAGCGATTCCAGCTTCACGGAGTCGAGTTGCAGACTC
CGATCCGAACTGTGACCGGTTTTATAGATTCGCTCCTGGTCGCCCAGTGGCTGCTCTCTGTACCG
GCCATTGTAGCACGTGTGTAGCCCAAGGCGTAAGGGCCGTGATGATTTGACGTCATCCCCACCT
TCCTCACAGTTTGCACTGGCAGTCTTGTTAGAGTTCCCGACTTGACTCGCTGGCAACTAACAACA
GGGGTTGCGCTCGTTATAGGACTTAACCTGACACCTCACGGCACGAGCTGACGACAACCATGCA
GCACCTTGTAAATTGTCTTGCGAAAGATCTGTTTCCAAACCGGTCAATCTACATTTAAGCCTTGGT
AAGGTTCCTCGCGTATCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGCCCCCGTCAATT
CCTTTGAGTTTCATTCTTGCGAACGTACTCCCCAGGTGGGATACTTATCACTTTCGCTTAGCCACT
GAAATTGCTTCCAACAGCTAGTATCCATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGTT
CGCTACCCACGCTTTCGTCCATCAGCGTCAATCAATTAGTAGTAACCTGCCTTCGCAATTGGTATT
CCATGTAATCTCTAAGCATTTCACCGCTACACTACATATTCTAGTTACTTCCTAATAATTCAAGTCT
AACAGTATCAATGGCCGTTCCACCGTTGAGCGATGGGCTTTCACCACTGACTTATAAACGCCTAC
GACCCTTTAAACCATGATTCCGATACGCTGATCTCGTATACCGCGCTGCTGCACGGAGTAGCGAT
CTTATTCTTACGATCGGTCAGGTCGAACCGTCGATGTTTCTTCTCGTTAAAGCAGTACATCAAGAC
GTCATCTGACCGGCATGCTGGATCAGCTGCACGCAACTTTTAATGTGCCTCCGTAGATCCTGATC
CGGTTCTCG



Final report EVK4-CT-2001-00043 - Appendix 7 287

Clone 132 closely resembled: Cytophaga sp., Flavobacterium sp., Arctic sea ice bacterium,
Sporocytophaga sp., Bacteroidetes bacterium, Acanthamoeba sp.
Seq: UoP Ref: 86W1 Clone 132
CGGCTACCTTGTTACGACTTAGCCCTAGTTACCAGTTTTACCCTAGGCAGCTCCTTGCGGTCACC
GACTTCAGGCACCCCCAGCTTCCATGGCTTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATT
CACCGGATCATGGCTGATATCCGATTACTAGCGATTCCAGCTTCACGGAGTCGAGTTGCAGACTC
CGATCCGAACTGTGACCGGTTTTATAGATTCGCTCCTGGTCGCCCAGTGGCTGCTCTCTGTACCG
GCCATTGTAGCACGTGTGTAGCCCAAGGCGTAAGGGCCGTGATGATTTGACGTCATCCCCACCT
TCCTCACAGTTTGCACTGGCAGTCTTGTTAGAGTTCCCGACTTGACTCGCTGGCAACTAACAACA
GGGGTTGCGCTCGTTATAGGACTTAACCTGACACCTCACGGCACGAGCTGACGACAACCATGCA
GCACCTTGTAAATTGTCTTGCGAAAGATCTGTTTCCAAACCGGTCAATCTACATTTAAGCCTTGGT
AAGGTTCCTCGCGTATCATCGAATTAAACCACATGCTCCACCGCTTGTGCGGGCCCCCGTCAATT
CCTTTGAGTTTCATTCTTGCGAACGTACTCCCCAGGTGGGATACTTATCACTTTCGCTTAGCCACT
GAAATTGCTTCCAACAGCTAGTATCCATCGTTTACGGCGTGGACTACCAGGGTATCTAATCCTGTT
CGCTACCCACGCTTTCGTCCATCAGCGTCAATCAATTAGTAGTAACCTGCCTTCGCAATTGGTATT
CCATGTAATCTCTAAGCATTTCACCGCTACACTACATATTCTAGTTACTTCCTAATAATTCAAGTCT
AACAGTATCAATGGCCGTTCCACCGTTGAGCGATGGGCTTTCACCACTGACTTATAAACGCCTAC
GACCCTTTAAACCATGATTCCGATACGCTGATCTCGTATACCGCGCTGCTGCACGGAGTAGCGAT
CTTATTCTTACGATCGGTCAGGTCGAACCGTCGATGTTTCTTCTCGTTAAAGCAGTACATCAAGAC
GTCATCTGACCGGCATGCTGGATCAGCTGCACGCAACTTTTAATGTGCCTCCGTAGATCCTGATC
CGGTTCTCG

Clone 133 closely resembled: Cytophaga sp., Flavobacterium sp., Arctic sea ice bacterium,
Sporocytophaga sp., Acanthamoeba sp.
Seq: UoP Ref: 86W1 Clone 133
ATAGTTTGATCCTGGCTCAGGATGAACGCTAGCGGCAGGCTTAACACATGCAAGTCGAGGGGTA
TAGTTCTTCGGAACTAGAGACCGGCGCACGGGTGCGTAACGCGTATGCAATCTACCTTTTACAGA
GGGATAGCCCAGAGAAATTTGGATTAATACCTCATAGTATATAGTCCTGGCATCAGGATTATATTA
AAGTCACAACGGTAAAAGATGAGCATGCGTCCCATTAGCTAGTTGGTAAGGTAACGGCTTACCAA
GGCTACGATGGGTAGGGGTCCTGAGAGGGAGATCCCCCACACTGGTACTGAGACACGGACCAG
ACTCCTACGGGAGGCAGCAGTGAGGAATATTGGACAATGGGCGCAAGCCTGATCCAGCCATGCC
GCGTGCAGGATGACGGTCCTATGGATTGTAAACTGCTTTTATACGAGAAGAAACACTCCTTCGTG
AAGGAGCTTGACGGTATCGTAAGAATAAGGATCGGCTAACTCCGTGCCAGCAGCCGCGGTAATA
CGGAGGATCCAAGCGTTATCCGGAATCATTGGGTTTAAAGGGTCCGTAGGCGGTTTAATAAGTCA
GTGGTGAAAGCCCATCGCTCAACGGTGGAACGGCCATTGATACTGTTAGACTTGAATTATTAGGA
AGTAACTAGAATATGTAGTGTAGCGGTGAAATGCTTAGAGATTACATGGAATACCAATTGCGAAG
GCAGGTTACTACTAATTGATTGACGCTGATGGACGAAAGCGTGGGTAGCGAACAGGATTAGATAC
CCTGGTAGTCCACGCCGTAAACGATGGATACTAGCTGTTGGAAGCAATTTCAGTGGCTAAGCGAA
AGTGATAAGTATCCCACCTGGGGAGTACGTTCGCAAGAATGAAACTCAAAGGAATTGACGGGGG
CCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGATACGCGAGAACCTTACCAAGCTTAAAT
GTAGATTGACCGGTTTGGAAACAGATCTTTCGCAGACATTTACAAGGTGCTGCATGGTGTCGTCA
GCTCGTGCTGTGAGTGTCCAGGTAGGTCTTACGAGGGCACCCCTGTTGTAAGTGCAGCGAGTCA
AGTCGTACCTAACGACTGCATGCACATGGAAGAAGGTGGGGAATAACCCCAAATCATTCCGGGG
GCCC

Laser-Trapped and Laser Cut Sequences – All Stenotrophomonas sp.

Lotte C – Clone 266
CGGCTACCTTGTTACGACTTCACCCCAGTCATCGGCCACACCGTGGCAAGCGCCCTCCCGAAGG
TTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCG
GGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGAG
TTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCAG
CCCTCTGTCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCGGTCTCCTTAGAGTTCCCACCATTACGTGCTGGC
AACTAAGGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACG
ACAGCCATGCAGCACCTGTGTTCGAGTTCCCGAAGGCACCAATCCATCTCTGGAAAGTTCTCGAC
ATGTCAAGGCCAGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTGTGC
GGGCCCCCGTCAATTCCTTTGAGTTTCAGTCTTGCGACCGTACTCCCCAGGCGGCGAACTTAAC
GCGTTAGCTTCGATACTGCGTGCCAAATTGCACCCAACATCCAGTTCGCATCGTTTAGGGCGTGG
ACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCCTCAGTGTCAGTGTTGGTCCA
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GGTAGCTGCCTTCGCCATGGATGTTCCTCCTGATCTCTACGCATTTCACTGCTACACCAGGAATT
CCGCTACCCTCTACCACACTCTAGTCGTCCAGTATCCACTGCAGTTCCCAGGTTGAGCCCAGGCT
TTCACAACGGGACTTAAACGACCACCTACGCACGCTTACGCCCAGTAATTCGAGTACGCTGCACC
CTTCGTATACGCGCTGCTGGCACGAGTAGCTGGTGCTTATTCTTAGGTACGTCATCCCACTGGGA
TTAGCAGCTGATCTCACAAGCTTTACACCGAGCTTCTCACTAGCGAATGCTGATCAAGGCTTGGC
GCCCCA

Lotte C – Clone 268
CGGCTACCTTGTTACGACTTCACCCCAGTCATCGGCCACACCGTGGCAAGCGCCCTCCCGAAGG
TTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCG
GGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGAG
TTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCAG
CCCTCTGTCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCGGTCTCCTTAGAGTTCCCACCATTACGTGCTGGC
AACTAAGGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACG
ACAGCCATGCAGCACCTGTGTTCGAGTTCCCGAAGGCACCAATCCATCTCTGGAAAGTTCTCGAC
ATGTCAAGGCCAGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTGTGC
GGGCCCCCGTCAATTCCTTTGAGTTTCAGTCTTGCGACCGTACTCCCCAGGCGGCGAACTTAAC
GCGTTAGCTTCGATACTGCGTGCCAAATTGCACCCAACATCCAGTTCGCATCGTTTAGGGCGTGG
ACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCCTCAGTGTCAGTGTTGGTCCA
GGTAGCTGCCTTCGCCATGGATGTTCCTCCTGATCTCTACGCATTTCACTGCTACACCAGGAATT
CCGCTACCCTCTACCACACTCTAGTCGCCCAGTATCCACTGCAGTTCCCAGGTTGAGCCCAGGG
CTTTCACAACGGACTTAAACGACCACCTACGCACGCTTTACGCCCAGTAATTCCGAGTAACGCTT
GCACCCTTCGTATACCGCGCTGCTGCACGAGTAGCCGGTGCTTATTCTTTGGTACGTCATTCCAT
CGGTATTAGCCAGCTGATTCTTCCCAACAAGCCTTACACCGGAGGCTTCTTCCCCACGCGAATGC
TGATCAGCTGCCCCATGGTCCAATTTCCCCATGCTTGCCCCTCCCGTAGAGGAGTCTCTGAG

Lotte C – Straight from Vial
CCGAAAAGGGGTACGCCTAACCTTGCACGTCGAACGCGCAGCACAGTACGAGTTTGCTCTTACG
GGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGACTCTACTCTGTCGTGGGGGATAACGTA
GGGAAACTTACTCTAATACCGCATACCACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGCG
CGATTGAATGACCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGGCCCCCCAGGGCGACTATC
CGTATCTGGTCTGAGAGGATGATCACCCACTCTGGAACTGACACACGGTCCAGACTCCTACGGG
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGA
AGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGTTAATACCCGGGTG
GGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACAAAG
GGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTCGTTTAAGTCCGTTG
TGAAAGCCCTGGGCTCAACCTGGGCACTGCAGTGGATACTGGGCGACTAGAGTGTGGTAGAGG
GTAGCGGTATTCGTGGTGTAGCAGTGATATGCGTAGAGATCAAGAGGAACATCCGTGGCGAGGG
CAGCTACGTGGACCAACACTGACACTGACGCACGAAAGCGTGGAGAGCAAACAAGATTATATAC
CGTGGTAGTCCACGCCCTACACTATGCAAACTGTATGTTGGGTGCAATTTGACACGCAATATCGA
ATCTAACGCGTTAAGTTCGCCGCGTGGAGAGTACGGTCGCAAGACTGAAACTCAAGAGATAGAC
GGGGGGCCCGCACAGCGGTGGAATATGTGGTTTTATTCGATGCAACGCAAAGACCTTTACCTGC
CCTTGACTTGTCGAGCACTCCAGAGAGGATTGGTGCTTCGGAACTCAACCACAGTTGCTGCATGC
CTGTCGTCAGCTCGTGCCGTGAAGTGTGGTTAAGTCCCGCACCAGCCCACCTTGGTCTTAATGG
CAGCGTATGCTGACTAAGACCCGGTCACCCGGAGACGGGGGGACTAGTCTATTGCCCTAGGCG
GTACCCCATTTCAGTAGACAAGGCTGAGCCGCCA

Lotte D – Clone 271
CGGCTACCTTGTTACGACTTCACCCCAGTCATCGGCCACACCGTGGCAAGCGCCCTCCCGAAGG
TTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCG
GGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGAG
TTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCAG
CCCTCTGTCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCGGTCTCCTTAGAGTTCCCACCATTACGTGCTGGC
AACTAAGGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACG
ACAGCCATGCAGCACCTGTGTTCGAGTTCCCGAAGGCACCAATCCATCTCTGGAAAGTTCTCGAC
ATGTCAAGGCCAGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTGTGC
GGGCCCCCGTCAATTCCTTTGAGTTTCAGTCTTGCGACCGTACTCCCCAGGCGGCGAACTTAAC
GCGTTAGCTTCGATACTGCGTGCCAAATTGCACCCAACATCCAGTTCGCATCGTTTAGGGCGTGG
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ACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCCTCAGTGTCAGTGTTGGTCCA
GGTAGCTGCCTTCGCCATGGATGTTCCTCCTGATCTCTACGCATTTCACTGCTACACCAGGAATT
CCGCTACCCTCTACCACACTCTAGTCGTCCAGTATCCACTGCAGTTCCCAGGGTTGAGCCCAGA
GCTTTCACAACGGACTTAAACGACCACCTACGCACGCTTTACGCCCAGTAATTCCGAGTAACGCT
TGCACCCTTCGTATACGCGCTGCTGCACGAAGTTAGCGGTGCTTAATTCTTTGGGTACGTCATCC
AACGGGTATTACAAGCTTGATTCTTCCACAAGCCTTTACACCGGAGGCTTCTTACCAGCGAATGG
CCTGGATCAGCTTGGCCCCAATTGTTCAATATATTCT
Lotte D – Clone 278
CGGCTACCTTGTTACAACTTCACCCCAGTCATCGGCCACACCGTGGCAACCTCCCTCCCGAAGG
TTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCG
GGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGAG
TTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCAG
CCCTCTGTCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGACGT
CATCCCCACCTTCCTCCGGTTTGTCACCGGCGGTCTCCTTAGAGTTCCCACCATTACGTGCTGGC
AACTAAGGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGACG
ACAGCCATGCAGCACCTGTGTTCGAGTTCCCGAAGGCACCAATCCATCTCTGGAAAGTTCTCGAC
ATGTCAAGGCCAGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTGTGC
GGGCCCCCGTCAATTCCTTTGAGTTTCAGTCTTGCGACCGTACTCCCCAGGCGGCGAACTTAAC
GCGTTAGCTTCGATACTGCGTGCCAAATTGCACCCAACATCCAGTTCGCATCGTTTAGGGCGTGG
ACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCCTCAGTGTCAGTGTTGGTCCA
GGTAGCTGCCTTCGCCATGGATGTTCCTCCTGATCTCTACGCATTTCACTGCTACACCAGGAATT
CCGCTACCCTCTACCACACTCTAGTCGTCCAGTATCCACTGCAGTTCCCAGGTTGAGCCCAGGG
CTTTCACAACGGACTTAAACGACCACCTACGCACGCTTTACGCCCAGTAATACGAGTACGCTAGC
ACCCTTCGTATACTGCGCTGCTGCACGAGTAGCGTGCTTATCTTTGGTACGTCATCCACAGGTAT
ACAGCTGATTCTTCCCAACAATGCTTTACACTGGAGCCTCTACCAGCGAATGGCGTGATCAGGCT
GGCCCCCATTTTTTCAAATATTCCCCC

Lotte D – Clone 2710
ATGGTTTGCATCCTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGC
AGCACAGTAAGAGCTTGCTCTTACGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATC
TACTCTGTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAA
GCAGGGGACCTTCGGGCCTTGCGCGATTGAATGAGCCGATGTCGGATTAGCTAGTTGGCGGGG
TAAAGGCCCACCAAGGCGACGATCCGTAGCTGGTCTGAGAGGATGATCAGCCACACTGGAACTG
AGACACGGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCT
GATCCAGCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGA
AATCCAGCTGGTTAATACCCGGTTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGT
GCCAGCAGCCGCGGTAATACGAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGC
GTAGGTGGTCGTTTAAGTCCGTTGTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACT
GGACGACTAGAGTGTGGTAGAGGGTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATC
AGGAGGAACATCCATGGCGAAGGCAGCTACCTGGACCAACACTGACACTGAGGCACGAAAGCGT
GGGGAGCAAACAGGATTAGATACCCTGGTAGTCCACGCCCTAAACGATGCGAACTGGATGTTGG
GTGCAATTTGGCACGCAGTATCGAAGCTAACGCGTTAAGTTCGCCGCCTGGGGAGTACGGTCGC
AAGACTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGGTGGAGTATGTGGTTAAATCG
ATGCAACGCGAAAACCTTACCTGGCCTTGACTTGTCAAGACTTCCAAAATGAATGTTGCTTCGGA
CTCGAACACAGTGCTGCATGCTGTCGTCAGCTCGGTCTGAATGTTGGTAAGTCCGCACGAGGCC
ACCTTGCTTATGCAGACGTAATGGGGACTCTTAGGGAAACCTCTGGGTCCCAATACCCGGGA

LotteD – Straight from vial
GCAGGTGGGCGGGTAAGCTAACACATGCAGTCGAACGGCAGCACAGTAAGAGCTTGCTCTTACG
GGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGACTCTACTCTGTCGTGGGGGATAACGTA
GGGAAACTTACTCTAATACCGCATACCACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGCG
CGATTGAATGACCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGGCCCCCCAGGGCCACTATC
CGTATCTGGTCTGAGAGGATGATCACCCACACTGGAACTGACACACGGTCCACACTCCTACGGG
AGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGA
AGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGCTAATACCCGGGT
GGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACAAA
GGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTATGTGGTCGTTTAACTCCGTT
GTGAAAGCCCTGGGCTCAACCTGGGCACTGCAGTGGATACTGGGCGACTAGAGTGTGGTAGAG
GGTAGCGGAATTCGTGGTGTAGCAGTGATATGCATAGATATCGAGAAGAACATCCATGGCGAAC
GCAGCTACCTGGACCCACACTGACACTGACGCACGAAAGCGTGGGGAGCAAACAAGATTATATA
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CCGTGGTAGTCCACGCTCTACACTATGCAAACTGTATGTTGGGTGCAATTTGGTCACGCAGTATC
AAGCATAACGCTTTAATTTCGTCCCCTGGAGAGTACGGTCGCAACACTGAATCTCAAAAGAATTG
GACGGGGCGCCCGCACAGCGGTGGAGTATGGTGTTTAATTCGTTGCAACGTGAAGACCTTTATT
TGCCGTGGACTGGTCGAAATTTTCCAAAGTGATTTGTGCTTCGGAACTTAAACAACGGTGCTGCA
TGCATGTCGACTTCTGTCTCATGAATGTTGGTTAAGTCCAGCACTAGCTCCACCCATGGCCTTAG
TGCACACCTATGCTGTATTCTAAGTAACCCCGTGCACGGAGACTGGGGAGACTGAGTCATAGCTA
AGCCTGGTACCCTGTTCATGCTAGAAAGGTGCACGGACGGTAGCCACTCC

Lotte E – Straight from Vial
TAAGTTGGCGGTTAGCCTACCATGCAAGTCGAACGGCAGCACAGTAAGAGCCTTGCTCTTGCGG
GTGGCGAGTGGCGGACGGGTGAGGAATACATCGGACTCTACTCTGTCGTGGGGGATAACGTAG
GGAAACTTACTCTAATACCGCATACCACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGCGC
GATTGAATGACCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGGCCCCCCAGGGCCACTATCC
GTATCTGGTCTGAGAGGATGATCACCCACACTGGAACTGACACACGGTCCAGACTCCTACGGGA
GGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGAA
GAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGATAATACCCGGGTG
GGATGACGGTACCCAAAAAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACAAAG
GGTGCAAGCGTTACTCGATATTACTGGGCGTAAAGCGTGCGTATGTGGTCGTTTAACTCCGTTGT
GAAAGCTCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGACGACTAGAGTGTGGTAGAGGGT
AGCGGAATTCGTGGTGTAGCAGTGATATGCATAGAGATCGAGAAGAACATCCGTGGCGAGGGCA
GCTATCTGGACCAACTCTGACTCTGACGCACGAAAGCGTGGAGAGCAAACAAGATTATATACCGT
GGTAGTCCACGCTCTACACTATGCAATCTGGATGTGGGTGCAATTTGGCACGCAGTATCGAAGCT
AACGCGTTAATTTCCCCCTCTGGAGAGTACGGTCGCAAGACTGACACTCAGAGAATTAGACGGG
GGCCCGCACAGCGGTGAATATGTGGTTTATTCGATGCACGCGAAGACCTTACTGGCCTTGAATGT
CGAGACTTTCAGAAGTGATGTGCTTGGGAACTCGAACAAGGGCTGATGCTTCGACGCTGGTCAG
AATGTGTAATCCCGAACAGCCACCTTTCTAGTGCAACGAATGGCGGAATCTAAAGGACCGTACAC
CGGAGATGAGATCTAGTCATGCTAACCGGTACGTCATTGGGCAAGGTTCACGGACGGTAGCA

Lotte F – Straight from Vial
TTTTTTGGCCTCCTTAGCGGGTGGAGAGCGGCGGAGGGGTGAGGAATACATCAGAATCTACTCT
GTCGTGGGGGATAACGTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGG
GGATCTTCAGACCTTGCGCGATTGAATGAGCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGG
CCCACCAGGGCGACGATCCGTATCTGGTCTGAGAGGATGATCACCCACTCTGGAACTGAGACAC
GGTCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCA
CCCATACCGCGTGGGTGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCA
GCTGGTTAATACCCGGGTGGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAG
CACCCGCGGTAATACAAAGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGG
TGGTCGTTTAAGTCCGTTGTGAAAGCTCTGGTCTCACTCTGGGATCTGCAGTGGATACTGGACGA
CTAGAGTGTGGTAGAGGGTAGCGGAATTCCTGGTGTAACAGTGATATGCGTAGAGATCAAGAAG
AACATCCGTGGCGAAGGCAGCTACCTGGACCAACACTGACACTGACGCACGAAAGCGTGGAGA
GCAAACAAGATTATATACTCTGGGTAGTCCACGCCCTAAACTATGCGAACTGTATGGTGGGTGCA
ATTTGGCACGCAGTATCGATGCTAACGCTTTAAGTTCGCCGTCTGGGGAGTACGGTCGCAGACT
GAAACTCAAAGATTTGACGGGGCCCCGCACAAGCGGGGGATATGGGTTTATTCTATGCACGAAA
GACCCTTACGTGGCTTTGACATGTCGAGACTTCCAGAGTGGATTGGGCCCTTTCGGGATCTCACC
ACAGGTGCTGCATGGCTGTCTTCACCTCGTGTCGGAGATGTGGGTAAGTCCCACAAGAGCGCCA
CCTTTGCCTTAGGTGCACCCGTAATGGTGGACTCTAAGGAACCGCCGTTCACACCGGAAGAAGT
GGGGAGTAGCCCAAGTCTCATGGC

Lotte H – Clone 302
CGGCTACCTCTGTTACGACTTCACCCCAGTCATCGGCCACACCGTGGCAAGCGCCCTCCCGAAG
GTTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCC
GGGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGA
GTTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCA
GCCCTCTGTCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGAC
GTCATCCCCACCTTCCTCCGGTTTGTCACCGGCGGTCTCCTTAGAGTTCCCACCATTACGTGCTG
GCAACTAAGGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGA
CGACAGCCATGCAGCACCTGTGTTCGAGTTCCCGAAGGCACCAATCCATCTCTGGAAAGTTCTC
GACATGTCAAGGCCAGGTAAGGTTCTTCGCGTTGCATCGAATTAAACCACATACTCCACCGCTTG
TGCGGGCCCCCGTCAATTCCTTTGAGTTTCAGTCTTGCGACCGTACTCCCCAGGCGGCGAACTT
AACGCGTTAGCTTCGATACTGCGTGCCAAATTGCACCCAACATCCAGTTCGCATCGTTTAGGGCG
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TGGACTACCAGGGTATCTAATCCTGTTTGCTCCCCACGCTTTCGTGCCTCAGTGTCAGTGTTGGG
TCCGGGTAGCTGCCTTCGCCATGGATGTTCCTCCTGATCTCTACGCATTTCACTGCTACACCAAG
GAATTCCGCTACCCTCTACCACACCTCTAGTCGTCCAGTATCCACTGCAGTTCCCAGGTTGAGCC
CAGGGCTTTCACACGGACTTAAACGACCACCTTACGCATGCTTTACGCCCAGTATTCCGAGTAAC
GCTTGCCCCTTCGTATACCGCGCTGCTGCACGAGTTAGCCGGGGCTATTCTTGGGTACGTCATC
CACGGATTAACACTTGATTCTTTCCACAAAGGCTTACACCGGAAGCCTTCTACCCCACCGGATGC
TGAACGCTTGGCCCCATGCCAATTTTCCCCGGGCGGCCCTCCCCGGA

Lotte H – Straight from Vial
TGAATTAGGGGGGCACGGCCTGAAAGATGCAAGTCGAACGCCAGCACAGTAAGAGCTTGCTCTT
ACGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTGTCGTGGGGGATAAC
GTAGGGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGGGGATCTTCGGACCTT
GCGCGATTGAATGACCCGATGTCGGATTATCTAGTTGGCGGGGTAAAGGCCCACCAGGGCGACT
ATCCGTATCTGGTCTGAGAGGATGATCACCCACTCTGGAACTGAGACACGGTCCAGACTCCTAC
GGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGG
TGAAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGTTAATACCTGG
TTGAGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACG
AGGGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTCGTTTAAGTCCG
TTGTGAAAGCCGTGCGCTCACTCTGGGAACTGCAGTGGATACTGCGCGACTAGAGTGTGGTAGA
GGGTAGCGGAATTTCGTGGTGTAGCAGTGAAATGCGTAGAGATCAAGAAGAACATCCGTGGCGA
AGGCAGCTACCTGGCCCCAACTCTGACTCTGAGGCACGAAAGCGTGGAGAGCAAACAGGATAGA
TACCCTGATAGTCCACGCCCTACACGATGCAACTGGAATGTTGGGGTGCAATTTGGCACGCAGTA
TCAATCTAACCCTTAAGTTCGCCGCTGGGGAGTCGGTCGCAAGACTGAAACCTCAAAGGATTGAC
GGGGTCCCCACAGCGGGGAATTATTGTGTTAATTCAATGCACGAAAACCTTACCTGGCCTGAACT
GCCGAACTTCAGATGAATGGTCCTCGACTAACCAGGTCTTATGGTGCTACCTGTCGGGATTGGTA
ATCCCCACAGCAACTGCTATTGCAACATTGGGAACTAGAACGTACCCGGGAGGATCCAATTTGCC
TAGCGGTAA

Lotte I – Clone 313
CGGCTACCTCTGTTACGACTTCACCCCAGTCATCGGCCACACCGTGGCAAGCGCCCTCCCGAAG
GTTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCC
GGGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGA
GTTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCA
GCCCTCTGTCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGAC
GTCATCCCCACCTTCCTCCGGTTTGTCACCGGCGGTCTCCTTAGAGTTCCCACCATTACGTGCTG
GCAACTAAGGACAAGGGTTGCGCTCGTTGCGGGACTTAACCCAACATCTCACGACACGAGCTGA
CGACAGCCA

Lotte I – Clone 319
ATGGTTTGCCCTTTGGCTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGC
AGCACAGTAAGAGCTTGCTCTTACGGGTGGCGAGTGGCGGACGGGTGAGGAATA

Lotte I – Straight from vial
ACTAAAAAGGGTAGCCTAAGCCTGTAACGTCGTAGGCGAGCACAGTAGGAGCTTGCTCTTACGG
GTGGCGAGTGGCGGACGGGTGAGGAATACATCGGACTCTACTCTGTCGTGGGGGATAACGTAG
GGAAACTTACGCTAATACCGCATACGACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGCGC
GATTGAATGACCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGGCCCACCAGGGCGACTATCC
GTATCTGGTCTGAGAGGATGATCACCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA
GGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGAA
GAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGTTAATACCCGGGTG
GGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACAAAG
GGTGCAAGCGTTACTCAGTATTACTGGGCGTAAAGCGTGCGTATGTGGTCGTTTAACTCCGTTGA
GAAAGCTCTGGGCTCAACGTGGGGAACTGCAGTGGATACTGGACGACTAGAGTGTGGTAGAGG
GTAGCAGATTTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAAGATCTCTTGGCAAGGGCAT
CTATCTGGACCAACAC

Lotte J– Clone 322
CGGCTACCCTTTTACGACTTCACCCCAGTCATCGGCCACACCGTGGCAAGCGCCCTCCCGAAGG
TTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCG
GGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGATTCCGACTTCATGGAGTCGAG
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TTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTCGCCGGCTTGCAG
CCCTCTGGCCCTACCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCATGATGACTTGACG
TCCTCCCCACCTTCCTCCGG

Lotte J – Straight from vial
CGCTAAAGGGGGCTAGGCCTACCATGCAGTCGCACGGCAGCACAGTAAGAGCTTGCTCTTACGG
GTGGCGAGTGGCGGACGGGTGAGGAATACATCGGACTCTACTCTGTCGTGGGGGATAACGTAG
GGAAACTTACTCTAATACCGCATACCACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGCGC
GATTGAATGACCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACTATCC
GTATCTGGTCTGAGAGGATGATCAGCCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGA
GGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGAA
GAAGGCCTTCGGGTTGTAAAGCTCTTTTGTTGGGAAAGATATCCAGCTGGATAATACCTGTGTGG
GATGACTGCACCCAGAGAATAAGCACCGGCTATCTTCGTGCCAGCAGTCGCGGTAATACGAAGG
GTGCAAGCGTTACTCAGAATTACTGGGCGTAGAGCGTGCGTATGTGGTCGTTTAAGTCCTTTGTG
AAAGCTCTGGGCTCACCTGGGATCTGCAGTGTATACTGCGACGACTAGAGTGTGCTAGAGGGTA
GCGAATTCCTGGTGTAGCAGTGAATTGCATAGAGATCAGGAGGAACATCATGGCCAAGGCTGCT
ACTTGGAACAACACTGACCCTGAGCACGAGCTGGGGGACCAACAGGATCATTCCTTGGAAGTCC
CCCCTTAACATTCCAACTGGATGTGGGGCAATTGGCCCCCAATATCGAGCTTACGTTAAGTCCCC
CCTGGGGATCCGGTCGAAACTGAACCAAGGAATGCCGGCTCCCACCGGGGAATTTGGTTATTCA
TCACGGAAACTTACTGCTGACTTGCGAACTTCGATGGATTGTTCTGGACTGAACAAGGCTAGGCT
GCACCTTGCGGAAGTGGGTATTCCGACACGACACCTTGCCTATGACCACGATTGTGGGACTTAA
GACCTGGTCACCGGAAGGGGGGGAAATCAGTCATGGCCTAGGCGGGTGACCGTCATGTGGAAT
TTCACCGCAGAACATCGAACCAT

A17 (833) P1(d) – Clone 337
ATGGTTTGATTCAGGGTCAGAGTGAACGCTGGCGGTAGGCCTAACACATGCAAGTCGAACGGCA
GCACAGAGGAGCTTGCTCCTTGGGTGGCGAGTGGCGGACGGGTGAGGA

A17 (833) P1(d) – Clone 3310
AGCTTAAACTCTTTCTTTTTATCGGAGTGTACACCCCAGTCATCGGGCCACACCGTGGCAAGCTG
CCCTCCCGAAGGTTAAGCTACCTGCTTCTGGTGCAACAAACTCCCATGGTGTGACGGGCGGTGT
GTGCAAGGCCCGGGAACGTATTCACCGCAGCAATGCTGATCTGCGATTACTAGCGACTCCGACT
TCATGGAGTCGAGTTGCAGACTCCAATCCGGACTGAGATAGGGTTTCTGGGATTGGCTTACCGTC
GCCGGCTTGCAGCCCTCTGTCCCTTCCATTGTAGTACGTGTGTAGCCCTGGCCGTAAGGGCCAT

A17 (833) PI (d) – Straight from vial
ATTTAAGGGTAGGCCGATTTTTGTCATTCGTACGGCATCACAGAAAGAGTTTGCTCTTGCGGGTG
GCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTGTCGTGGGGGATAACGTAGGGA
AACTTACGCTAATACCGCATACCACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGCGCGATT
GAATGACCCGATGTCGGATTATCTAGTTGGCGGGGTAAAGGCCCCCCAGGGCGACTATCCGTAT
CTGGTCTGAGAGGATGATCAGCCACACTGGATCTGAGACACGGCCCACACTCCTACGGGAGGCA
GCAGTGGGGAATATTGGACAGTGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGAAGAAG
GCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGCTAATACCCGGGTGGGAT
GACGGTACCCAAAGAATAAGCACCGTCTAACTTCGTGCCAGCACCCGCGGTAATACGAAGGGTG
CGAGTGTTACTCGGAATTACTGGGCGTAGAGCGTGCGTAGGTGGTCGTTTAAGTCCGGTGTGAA
AGCCGTGGTCTCCACGTGGGAACTGCAGTGTATTCTGCGCGACTAGAGTGTGATAGAGGGTAGC
GAGATTTCTGGTGTCGCAGTGAAGTGCATAGAGATCAAGAGGACATCTGTGGCGAACGCAGCTA
CCTGGACCACTCTGACACTGAGGCAGAAAGCGTGGGGAGCACACGAGATTATATTCCGTGTAGT
CACCCCTTAAACGATGCGAACTGGTTGTTGGGTGCTATTTGCCCGCATTATCGAGCTAACGCTTT
AGTTCGCCCCCTGGGTGTACGGTCGAAAAACTGAATCTCAAAGATTTGACGGGGGCCGCCCAAG
GGGGGAATATGTGGTTTTATTTCGATGCACCGAAAAACCTTACCTGGCCTTGACTGGCAGAGATT
TCGAAATGGATTGGGGCTTCGGACCTGACACTGGTCGTGGATGGTGGCTCCAC

A51 (813) – Straight from vial
GTTAAAAAGAGGTTAGCCTGAAGCATGTAACGTCGTACGCGCAGCACAGTAAGAGCTTGCTCTTG
CGGGTGGCGAGTGGCGGACGGGTGAGGAATACATCGGAATCTACTCTGTCGTGGGGGATAACG
TAGGGAAACTTACTCTAATACCGCATACGACCTACGGGTGAAAGCGGGGGATCTTCAGACCTTGC
GCGATTGAATGACCCGATGTCAGATTATCTAGTTGGCGGGGTAAAGGCCCACCAAGGCGACGAT
CCGTATCTGGTCTGAGAGGATGATCACCCACACTGGAACTGAGACACGGTCCAGACTCCTACGG
GAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTG
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AAGAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGTTAATACCCGGTT
GGGATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCACCCGCGGTAATACAAA
GGGTGCAAGCGTTACTCGGAATTACTGGGCGTAAAGCGTGCGTAGGTGGTCGTTTAACTCCGTT
GTGAAAGCCCTGGGCTCAACCTGGGAACTGCAGTGGATACTGGACGACTAGAGTGTGGTAGAGG
GTAGCGGAATTCCTGGTGTAGCAGTGAAATGCGTAGAGATCAGGAAGAACATCCGTGGCGAGCG
CAGCTACCTGGACCAACACTGACTCTGACGCACGAAAGCGTGGAGAGCAAACAAGATTATATACT
CTGGTAGTCCACGCTCTACACTATGCGAACTGTATGTTGGGTGCAATTTGGCACGCAATATCGAA
TCTAACGCGTTAAGTTCGCCGCGTGGGGAGTACGGTCGCAAGACTGAAACTCAAAGGAATAGAC
GGGGGCGCGCACAAGCGGTAGAGTATGTGGTTTTATTCGATGCAACGCAGAAAACCATACCTGG
CCCTTGGACATGTCGAGAACTTTCCAGAGATGATTTGGTGCCTTCGGGAACTCAGAACACAGGTG
CTGCATGGCTGTCGTAGCTCGTGTCGGGAGATGTGGATTAAGTCCCACAACGAGCGACACCTTT
GTCTTAAGTTGCCACCCGTATTGGGTGACTTCTAGAACCGCGTGCACACCGGAAGAAGGGGGGG
ATGACTCAGGCTCTCTGCCTTACGCCAGGCCTACCCACGTTCAT

A208(796) – Straight from Vial
GGAAAAATGGGGGTAGCCTACCATGCAAGTCGAACGGCAGCACAGAAAGAGCTTGCTCTTGCGG
GTGGCGAGTGGCGGACGGGTGAGGAATACATCGGACTCTTCTCTGTCGTGGGGGATAACGTAG
GGAAACTTACTCTAATACCGCATACGACCTACGGGTGAAAGCGGGGGATCTTCGGACCTTGCGC
GATTGAATGAGCCGATGTCGGATTATCTAGTTGGCGGGGTAAGGGCCCCCCAGGGCGACGATCC
GTAGCTGGTCTGAGAGGATGATCAGCCACTCTGGAACTGACACACGGTCCAGACTCCTACGGGA
GGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGCCTGATCCACCCATACCGCGTGGGTGAA
GAAGGCCTTCGGGTTGTAAAGCCCTTTTGTTGGGAAAGAAATCCAGCTGGCTAATACCCGGTTGG
GATGACGGTACCCAAAGAATAAGCACCGGCTAACTTCGTGCCAGCAGCCGCGGTAATACGAAGG
GTGCAAGCGTTACTCGGAATTACTGGGCGTAACGCGTGCGTAGGTGGTCGTTTATGTCCGTTGT
GAAAGCTCTGGGCTCACTCTGGGCACTGCAGTGGATACTGGGCGACTAGAGTGTGGTAGAGGGT
AGCGGAATTCGTGGTGTAGCAGTGATATGCGTAGAGATCAGGAGGAACATCCGTGGCGAGCGCA
TCTACCTGGACCCACTCTGACTCTGACGCACGAAAGCGTGGGGAGCAAACAAGATTATATACTCT
GGTAGTCCACGCTCTACACTATGCAAACTGTATGTTGGGTGCAATGTGGCACGCAATATCGAAGC
TAACGCTTTAAGTTCGCCGTCTGGAGAGTACGGTCGCAAGACTGAAT
CTCAAAAGAATTGACGGGGGCCCGCACACGCGGTGGAGTATGGTGTTTATTCAATGCAACGCAG
AGACCTTACCTTGCCTTGACATGTCGAGATTTTACAGAAATGGATTGGTGCCTTCGGAACTCAACA
CAGGGCTGATGCTGTCGTCGCTCGGTCGGGAGTGTGATAAGTCCCAAACAGCACCCTTGTCTTT
ATGCCACCGTATTGGGGACTCTAAGAACCCGTACACGGAAATGGGGGATGACTAGCTCTTGCTTA

A141 (767) – Straight from vial
GAATGGGGGGCATATTCTGTTGGTACGTCAAACTGCAGGGTATTAACCAGCAGCCCTTCCTCCCA
ACTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTGGATCAGGCTTTCG
CCCATTGTCCAATATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAA

A141 (767) – Straight from vial
GATCGGGTATATTCTGTTGGTACGTCAAACTGCAGGGTATTAACCAGCAGCCCTTCCTCCCAACT
TAAAGTGCTTTACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTGGATCAGGCTTTCGCCC
ATTGTCCAATATTCCCCACTGCTGCCTCCCGTAGGCCCCCCGTGCAA

Sequences from DNA isolated from SLU bacterial Isolates – Incomplete List at
Moment as Access to computer original sequences pre-2003 inaccessible at
the moment

UoP Ref: Bac 10
BACPOLES Ref: A3-2 (From 19.td.4.100, saltwater, Venice, Italy)
Clone 5 closely resembled:  Uncultured eubacterium, Uncultured bacterium clone p-131,  Uncultured
Clostridiaceae, Uncultured Chloroflexi bacterium, Uncultured alpha proteobacterium,  Uncultured
Dehalococcoides sp.
Seq: UoP Ref: Bac 10 clone 5
ATTACCGCGGCTGCTGGCACGTAGTTAGCCGGGGCTTATTCATCAGGTACCGTCATTATCTTCCC
TGATAAAAGAGGTTTACAACCCGAAGGCCTTCTTCCCTCACGCGGTGTCGCTGGGTCAGGCTTTC
GCCCATTGCCCAATATTCCTTG
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UoP Ref: Bac15
BACPOLES Ref: A 4-2 (From 19.td.4.100, Venice, Italy)
Clone 1 closely resembled: Rhodobacter sp., Paracoccus sp.
Seq: UoP Ref: Bac 15 clone 1
ATTACCGCGTGCTGCTGGCACGGAGTTAGCCGGGGCTTCTTCTGTTGGTACCGTCATTATCTTCC
CAACTGAAAGATCTTTACAACCCTAAGGCCTTCATCGATCACGCGGCATGGCTAGATCAGGGTTG
CCCCCATTGTCTAAGATTCCCCA

Clone 2 closely resembled: Rhodobacter sp., Paracoccus sp.
Seq: UoP Ref: Bac 15 clone 2
ATTACCGCGGCTGCTGGCACGGAGTTAGCCGGGGCTTCTTCTGTTGGTACCGTCATTATCTTCCC
AACTGAAAGATCTTTACAACCCTAAGGCCTTCATCGATCACGCGGCATGGCTAGATCAGGGTTGC
CCCCATTGTCTAAGATTCCCCA

Clone 3 closely resembled: Rhodobacter sp., Paracoccus sp.
Seq: UoP Ref: Bac 15 clone 3
ATTACCGCGCGTTGCTGGCACGGAGTTAGCCGGGGCTTCTTCTGTTGGTACCGTCATTATCTTCC
CAACTGAAAGATCTTTACAACCCTAAGGCCTTCATCGATCACGCGGCATGGCTAGATCAGGGTTG
CCCCCATTGTCTAAGATTCCCCA

Clone 5 closely resembled: Rhodobacter sp., Paracoccus sp.
Seq: UoP Ref: Bac 15 clone 5
ATTGACGCGTCTGCTGACTCGGAGTTAACCGAGGCTTCTTCTGTTGGTACCGTCATTATCTTCCC
AACTGAAAGATCTTTACAACCCTAAGGCCTTCATCGATCACGCGGCATGGCTAGATCAGGGTTGC
CCCCATTGTCTAAGATTCCCCA


